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NTDB id 1094 KZH42 RS01320 WP 002224767.1 . AP AjN) AAIIRHKQALEAWR KRALARQAJNHVIREWNE 7
NTDB id 1089 NMB RS00600 WP 002224767.1 C. APAIMANAA AR TRHK QAIREMNYRIMAIZKRIAL AR QAN VARENNE 7
NTDB id 1120 NGFG RS10355 WP 020997408.1 . APAIAMAAP AVRHKHAIREINYRWAIXKRIAL AR QAN VSHE|E 77
NTDB id 1122 0K783 RS09595 WP 003705341.1 . APAIAMAAPAVRHKHAIREINYRIWAIRKRIALARQA/NN.VSRE|E 77
NTDB id 1388 A4U84 RS04945 WP 062924099.1 69
NTDB id 1361 HI 0985 AAC22646.1 70
NTDB id 1250 GC085 RS13065 WP 027219989.1 70
NTDB id 1152 A1552VC RS00200 WP 000654772.1 . . 71
NTDB id 110685 ACGHCW RS16075 WP 390502105.1 . STIHEQL 73
NTDB id 1399 DSB67 RS15600 WP 010645755.1 . STINEQL 73
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 M 156
NTDB id 1089 NMB RS00600 WP 002224767.1 M 156
NTDB id 1120 NGFG RS10355 WP 020997408.1 M 156
NTDB id 1122 0K783 RS09595 WP 003705341.1 156
NTDB id 1388 A4U84 RS04945 WP 062924099.1 148
NTDB id 1361 HI 0985 AAC22646.1 149
NTDB id 1250 GC085 RS13065 WP 027219989.1 150
NTDB id 1152 A1552VC RS00200 WP 000654772.1 151
NTDB id 110685 ACGHCW RS16075 WP 390502105.1 SASSHHH 153
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AASSHHH 153
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 G 235
NTDB id 1089 NMB RS00600 WP 002224767.1 ¢ 235
NTDB id 1120 NGFG RS10355 WP 020997408.1 G 235
NTDB id 1122 0K783 RS09595 WP 003705341.1 G 235
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ¢ 228
NTDB id 1361 HI 0985 AAC22646.1 G 229
NTDB id 1250 GC085 RS13065 WP 027219989.1 ¢ 229
NTDB id 1152 A1552VC RS00200 WP 000654772.1 G 230
NTDB id 110685 ACGHCW RS16075 WP 390502105.1 G 232
NTDB id 1399 DSB67 RS15600 WP 010645755.1 G 232
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KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1
NGFG RS10355 WP 020997408.1
0K783 RS09595 WP 003705341.1
A4U84 RS04945 WP 062924099.1
HI 0985 AAC22646.1

GCO85 RS13065 WP 027219989.1

A1552VC RS00200 WP 000654772.1
110685 ACGHCW RS16075 WP 390502105.1

DSB67 RS15600 WP 010645755.1

KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1
NGFG RS10355 WP 020997408.1
0K783 RS09595 WP 003705341.1
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A1552VC RS00200 WP 000654772.1
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KZH42 RS01320 WP 002224767.1
NMB RS00600 WP 002224767.1
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A1552VC RS00200 WP 000654772.1
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RTVQTAY. .APP|3AA
RAVQTAY. .APP|gAA

...P. .KQAVKSEP

MPEEKTENRPVGG SR
MPEEKTENRPVGGSE
MPEEGAAGGTAVGG RS
MPEEGAAGGTAVGGRE
AKNLPELTACQQQUFEQESL

....AVPNYTPPEDPH. . .RL.VEAPSHPKIYS
......... FTSNKPI e

..... LSEQEPYQATLIASAVQSBEELPFPEIRRAN
..... INQSH. . . . DLIFSEPIDIREELPFPQARAN
..... INQSH. .. .DLIISAPIDIYEELPFPQIRIAN
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N

AT. 397

T, 397

WT. 395

NT. 395

375

... 373
YER 361

G. 371

G. 369

G. 369

X non conserved
B similar
>50% conserved

315
315
315
315
302
302
292
294
296
296

395
395
393
393
375
373
358
369
367
367



