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NTDB id 1106782 ACN6MW RS03260 WP 419874206.1 MLKILKYFNPKNVWFIIISTAFIVLQVWLDLKLPDYLAEITKLVQTEGNSLSEVWEPGAYMMMCAIGSLLASFIVVYLVA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! !! ! !*! ***!!!!!*! !!*!!! !*!* !! !*!! ! * !** *!! !*!* !! *! *!
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NTDB id 1106782 ACN6MW RS03260 WP 419874206.1 QSAASLAKRLRGLLFDKVESFSMAEMNKFSTASLITRSTNDITQVQTIVAMGLQVMIKAPILAVWAVVKISSKSWQWTLS 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus *!!! !!! *! *! *! !!* !!! *!!*!!*!!!*!!*! ** !!*!!* **!!*!!!!* !! !! !!
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NTDB id 1106782 ACN6MW RS03260 WP 419874206.1 SGVSVALLLLMIAIVILFAMPKFRAIQGLTDQLNRVTRESLTGLRVIRAYNAAPSQEAKFEHANKELTDANLFTSRLMAL 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
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NTDB id 1106782 ACN6MW RS03260 WP 419874206.1 MMPVMSLIMSGLSLAIYWIGAYLINGAD............TAARLGLFSDMVIFSSYAMQIVMAFMMLSMVFFMLPRASV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus ! !!!*** !!!*!!!!!!!!!!*! ************ ! !* *!!!!!*!!!!!!!*!**!!!* *! *!!!! !
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NTDB id 1106782 ACN6MW RS03260 WP 419874206.1 SAKRVMEVLNTEPSIKDGSSKSKSSNSAKAGEIEFRNVSFKYADSDEYVLQDISFVARRGQTVAFIGSTGSGKSTLMNLI 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKE..YSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLI 398
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NTDB id 1106782 ACN6MW RS03260 WP 419874206.1 PRFYDVTDGEVLVGGMNVKDYSLRDLHNKLGYVPQKAVLFTGTVTSNVAYGDNGQAAGSADDVKKAVAIAKGTEFVEKLE 468
NTDB id 369 SMU RS04255 WP 002263293.1 PRFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKE 478
consensus !!!!! !*! * * !* ! !!!* !!*!!*!!*!!*!!!!*!!* !!*!*! !!* * !* *! * !!! !

logo

G
KGLYDEGTESVASQGGTNFLSGGQKQRLAS IARALVAFRKPDE I LY I FDDSFSALDYKTDRI

QLRNSDMLAKKQEKTKSDEAMTKNL IVAGQR IGSTIKMDADHL
NTDB id 1106782 ACN6MW RS03260 WP 419874206.1 GGYEGSVSQGGTNLSGGQKQRLSIARAVFRKPDIYIFDDSFSALDYKTDRQLRSMLKQETSDATNLIVGQRIGTIKDADL 548
NTDB id 369 SMU RS04255 WP 002263293.1 KGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADH 558
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NTDB id 1106782 ACN6MW RS03260 WP 419874206.1 ILVLDEGRIVGRGTHQELLQTCEVYRQIANSQLSKEELEIG. 589
NTDB id 369 SMU RS04255 WP 002263293.1 ILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!!!! !**!! !!! !!! ***! !! !!!!!!!!! !*
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