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NTDB id 1106781 ACN6MW RS03255 WP 419876260.1 ........MGKLVAYCRPYLPLIAVALLLSVVGTIFTIIGPSQLEAMTDHITAGLMGEIDMDAIARIGILLSVLYGLSVV 72
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGAL 80
consensus ********* * *!***! *! **!** **! * !*!!! ! !!!**! !! ! !!*! !* !** ! *!! *
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NTDB id 1106781 ACN6MW RS03255 WP 419876260.1 FSYFQGYIMATVTQKVSRGLRTRISQKINKLPLKYFDSNSNGDVLSRVTNDIDTIGQTMNQSVGMLVTSVTMLVGSLVMM 152
NTDB id 370 SMU RS04260 WP 002263294.1 VSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMM 160
consensus !! *!* !* !! ! !! ! !!!!*!!!!!!!*!*!! !!!!!!!*! * !* !!!* *! * *!*!!* !!
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NTDB id 1106781 ACN6MW RS03255 WP 419876260.1 FYTNVWMTITAILSTFLGFAFMTVMIKKSQAHFVHQQANLGAMNGHVEEIFSGYNVVKVYNGERKAKKTFNEINDKLYES 232
NTDB id 370 SMU RS04260 WP 002263294.1 IKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFAS 240
consensus !! * !!!!! ! !! !!** !!!**! *!!!!!* * !*!!!**!!*!!! !!* !! ! *!! !* !
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NTDB id 1106781 ACN6MW RS03255 WP 419876260.1 SWKSQFLSGLTMPLMMFVGNFSYVAVCIVGGALAMNDHISFGVIVAFMLYVRLFSQPLGQIAQAATTMQSTAAASARVFE 312
NTDB id 370 SMU RS04260 WP 002263294.1 MWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFE 320
consensus !!!!! !!* !!!! !*!!! !! !!!!!* *!*! *!* ! !!!!! !!!*!*!!**!!!!* ! *!! !! *!!!!
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NTDB id 1106781 ACN6MW RS03255 WP 419876260.1 FLEEKELEDESSKSKVLKDVKGQVEFRNVAFGYDPEKLIIHDFSARALPGQKIAIVGPTGAGKTTIVNLLMRFYELNGGE 392
NTDB id 370 SMU RS04260 WP 002263294.1 FLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGM 400
consensus !!*! !*!!! *! ! ! ! !*! ! !! !!! !*! !!!!!!!*! *!!!!!!!!!!!!!!!!!!!!!!!!!!* !
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NTDB id 1106781 ACN6MW RS03255 WP 419876260.1 IAIDGVPIHELPRENVHEQFCMVLQDTWLFEGTIKENIVFNKLGVTDAMVKDVCKAVGIDHFIRTLTHGYDTVLNEQVNL 472
NTDB id 370 SMU RS04260 WP 002263294.1 ISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTL 480
consensus ! !!!!*!!***! !!* !*!!!!!!!!!!!!*!!!***! **!! ! *!!!!**!!!*!!**!!!!!! * ! !
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NTDB id 1106781 ACN6MW RS03255 WP 419876260.1 SAGQKQLITIARALIANAPLLILDEATSSVDTRTELLIQEAMDRLMAGRTSFVIAHRLSTIKNADIILVMKDGDIIESGN 552
NTDB id 370 SMU RS04260 WP 002263294.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGS 560
consensus ! !!!!!*!!!!!!* !!!!!!!!!!!!!!!!!! !!! !!!*!! !!!!!!!!!!!!!!*!!!*!!!!*!! !!! !



logo HDRDQLLMAAENGFYADLYNSQFETENAEEVAAL
NTDB id 1106781 ACN6MW RS03255 WP 419876260.1 HRDLLAANGFYADLYNSQFENAEAAL 578
NTDB id 370 SMU RS04260 WP 002263294.1 HDQLMAENGFYADLYNSQFTEEVA.. 584
consensus ! !*! !!!!!!!!!!!! !**
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