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NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENK.DN......ALKQSTSENS..SLSKVEDV 71
NTDB id 20 SA RS08005 WP 001802022.1 MVLLYQFLLRYKDFLTQWKLYIISAVVLIMVLIGFIFWRQDDYTSRNFENK.DT......ALKQSTSENN..SLSKLEDV 71
NTDB id 300 STER RS07485 WP 011681496.1 ..MK....EKILAYVKDNRLF.VSVIAVLMVIFCFFLWMTCGAGNSMEAE...TSYTDVTALSTSSSKQSSQSLSEA.SS 69
NTDB id 613 LCA RS05340 WP 231952379.1 .MMW....QDYWQRYRRFWW..VPCLVLLGIIAGGFYWHQSQQKQ.KVTQ.NEQLLA.....TSA.......SKTKPAT. 58
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ...M....ESIIEKIKEYKI..IVICTGLGLLVGGFFLLK...PAPHTPVKETNLQAEVVAISKD.......SSTEKDV. 60
NTDB id 493 SM12261 RS04300 WP 000387351.1 ...M....EAIIEKIKEYKI..IVICTGLGLLVGGFFLLK...PAPQTPVKETNLQAEVVAVSKD.......SVSEKEV. 60
NTDB id 263 KZH43 RS04195 WP 000387330.1 ...M....EAIIEKIKEYKI..IVICTGLGLLVGGFFLLK...PAPQTPVKETNLQAEVAAVSKD.......LVSEKEV. 60
NTDB id 222 SPD RS04535 WP 000387330.1 ...M....EAIIEKIKEYKI..IVICTGLGLLVGGFFLLK...PAPQTPVKETNLQAEVAAVSKD.......LVSEKEV. 60
NTDB id 188 SPR RS04295 WP 000387330.1 ...M....EAIIEKIKEYKI..IVICTGLGLLVGGFFLLK...PAPQTPVKETNLQAEVAAVSKD.......LVSEKEV. 60
NTDB id 153 SP RS04730 WP 000387344.1 ...M....EAIIEKIKEYKI..IVICTGLGLLVGGFFLLK...PAPQTPVKETNLQAEVAAVSKD.......SSTEKEV. 60
NTDB id 595 KW2 RS08725 WP 021037687.1 ...M....EKILDKLKEYWK..IMLLVVCALIAGGIFYIFTNSPKPAETLSVENLSS...............SSTKSSVS 56
NTDB id 1106752 ACN6MU RS07880 WP 419958631.1 ................................................................................ 0
NTDB id 105 BSU 25590 NP 390437.1 ...........MNWLNQHKK..AIILAASAAVFTAIM.IFLATGKNKEPV..KQAVP...............TETENTVV 49
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NTDB id 36 MW RS08230 WP 001793467.1 QVKDGDNSKNKGPVYVDVKGAVKHPNVYKMTSK.DRVVDLLDKAQ.LLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEP 149
NTDB id 20 SA RS08005 WP 001802022.1 QVKDGDNSKNKGPVYVDVKGAVKHPNVYKMTSK.DRVVDLLDKAQ.LLDDADVSRINLSEKLTDQKMIFIPHKGQKNVEP 149
NTDB id 300 STER RS07485 WP 011681496.1 QSKTEGSEKVKSKVTVDVKGAVVNPGVYTLKAG.ARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVL 148
NTDB id 613 LCA RS05340 WP 231952379.1 .KKTHQAATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQ 137
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KKEEKEEPVEQDLITVDVKGAVKSPGIYDLSVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQ 139
NTDB id 493 SM12261 RS04300 WP 000387351.1 KKEEKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQ 139
NTDB id 263 KZH43 RS04195 WP 000387330.1 NKEEKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ 139
NTDB id 222 SPD RS04535 WP 000387330.1 NKEEKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ 139
NTDB id 188 SPR RS04295 WP 000387330.1 NKEEKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ 139
NTDB id 153 SP RS04730 WP 000387344.1 KKEEKEEPLEQDLITVDVKGAVKSPGIYDLPVG.SRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQ 139
NTDB id 595 KW2 RS08725 WP 021037687.1 KFNSSSSEKNKNEIMVDLKGAVAKPNVYQISSD.ERLVDLIRQAGGFTDQADQKSINLSAKLKDEEVIYVPKVGESSSSE 135
NTDB id 1106752 ACN6MU RS07880 WP 419958631.1 ......................MKPGVYELSEG.DRVLKAIEMAGGYIESSNSKHINHAERVKDEMVIYIPKEGEEVEES 57
NTDB id 105 BSU 25590 NP 390437.1 K.QEANNDESNETIVIDIKGAVQHPGVYEMRTG.DRVSQAIEKAGGTSEQADEAQVNLAEILQDGTVVYIPKKGEETAVQ 127
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NTDB id 36 MW RS08230 WP 001793467.1 QIGVN..................SVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKV 211
NTDB id 20 SA RS08005 WP 001802022.1 QIEVN..................SVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKV 211
NTDB id 300 STER RS07485 WP 011681496.1 DQTGTG...............QVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNV 213
NTDB id 613 LCA RS05340 WP 231952379.1 ELIQAPQQIATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKV 217
NTDB id 521 SMSK321 RS04960 WP 000443804.1 HTGSG...............A......PSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKV 198
NTDB id 493 SM12261 RS04300 WP 000387351.1 QAGPG...............T......ASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKV 198
NTDB id 263 KZH43 RS04195 WP 000387330.1 QTGLG...............T......ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKV 198
NTDB id 222 SPD RS04535 WP 000387330.1 QTGLG...............T......ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKV 198
NTDB id 188 SPR RS04295 WP 000387330.1 QTGLG...............T......ASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKV 198
NTDB id 153 SP RS04730 WP 000387344.1 QTGSG...............T......ASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKV 198
NTDB id 595 KW2 RS08725 WP 021037687.1 STDSP...............TGSSVSNQISTTSGPKVNINKADLTELQKLTGIGQKKAQDIIDFRMKNGDFKSIEDLGKV 200
NTDB id 1106752 ACN6MU RS07880 WP 419958631.1 PLA........................TNGSSQSSLVNINNADATVLTTLPGIGVAKAEAIIAHREQSGAFKEKQDLTKV 113
NTDB id 105 BSU 25590 NP 390437.1 QGG....................GGSVQSDGGKGALVNINTATLEELQGISGVGPSKAEAIIAYREENGRFQTIEDITKV 187
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NTDB id 36 MW RS08230 WP 001793467.1 KGFGSKTFDKLKSYFTI. 228
NTDB id 20 SA RS08005 WP 001802022.1 KGFGSKTFDKLKSYFTI. 228
NTDB id 300 STER RS07485 WP 011681496.1 SGIGDKTLDKIRESLYVA 231
NTDB id 613 LCA RS05340 WP 231952379.1 GGIGPKTFEQLQSQICVN 235
NTDB id 521 SMSK321 RS04960 WP 000443804.1 SGIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 SGIGAKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 SGIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 SGIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 SGIGGKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 SGIGGKTIEKLKDYVTVD 216
NTDB id 595 KW2 RS08725 WP 021037687.1 SGFGDKTLEKLKDEISID 218
NTDB id 1106752 ACN6MU RS07880 WP 419958631.1 TGIGQKTFEKLEPLITVK 131
NTDB id 105 BSU 25590 NP 390437.1 SGIGEKSFEKIKSSITVK 205
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