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NTDB id 480 HSISS4 RS02090 WP 002890133.1 SGQILTADFMNKLYADLNEKYYNLKA.EDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTY 550
consensus !!!! * ! !! !!* * !! !! !!!!!! !!!!!!!!!!! !!* ! !** !* !* *



logo LKSASGSSDYP I
LEVI

LKKAGVDMTNSATDPYI
L
D
R
A
DACFKVFEDEKRLNVELEAQLLVESKGVHLS

NTDB id 1106728 ACN6MT RS26395 WP 419888703.1 LSSGSSDYPIEVLKKAGVDMTSADPIRDACKVFEEKLNELEQLLS...... 605
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus ! !!!!!!*!!*!!!!!!!! !** !*!!!!**! !!! !* ******

X non conserved

X similar

X ≥ 50% conserved


