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consensus * * *** !* * *** ** **!*!!!!*!!*** *! *!** !* ***

logo

M
L
K
P
S

I
K
D
E
Q

L
E
A
C
D
S
VRL I SRHI

FKLFTLSAAKNLMDI SGELRRKQRPQDNSGAQSFILFSTCFLEKTTALVDKLAEGDGKLNTLMVDGHFLRLMVSSTLPSTNIYNEGREKSLVLIRVLLMQKPNQKQYPENTI
Q
S

F
I
P

D
P
S

I
F
D
H
L

K
QLGSFLNFPGKQMQT

NTDB id 1384 A4U84 RS08525 WP 010787006.1 LSIQLASRLISRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQ 240
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 CD.ECYQGYR.GRIGVYQCLSRTAK.....KFDKQTAYLDFSSLRESAKQKIEQQLTNETEVDRVLGYE... 461
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