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NTDB id 1106647 ACN6MY RS20200 WP 419881769.1 MLKPRTRWNVQSADSHIVETLAGQLHLTSLAATLLANRGLKTVEEAQSFLFTNKDSFHDPFLMKDMNIAADRIKKAISNN 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! ** !! *! *! * ! *! !!!*!*! !*!! !! ! ! ! !!*! !*!!! !! ! !!!!!! !!!**
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NTDB id 1106647 ACN6MY RS20200 WP 419881769.1 EKIRIFGDYDADGVSSTTVMMTALNRLGANADFYIPNRFTEGYGPNEMAFRRAANEGVKLMITVDTGISAVAEARIAKEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
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NTDB id 1106647 ACN6MY RS20200 WP 419881769.1 GMDYIITDHHEPGPELPEALAIIHPKIEGNPYPFKDLAGVGVAFKLAHALLGELPEDLLEIAAIGTIADLVPLFGENRLI 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
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NTDB id 1106647 ACN6MY RS20200 WP 419881769.1 AARGIAGLRETKRPGLVSLIKKSGTKQQELNEESIGFGMAPRINAAGRLGDADPAVDLLMAEDAETADSIADEIDAMNKE 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
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NTDB id 1106647 ACN6MY RS20200 WP 419881769.1 RQAIVQTTSEEAIRQVEELYPPEDNGVLIVGQEGWNSGIVGIVASKLVERFYRPAIVLSFDREKGLAKGSARSIMGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQ..GLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
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NTDB id 1106647 ACN6MY RS20200 WP 419881769.1 KNLSECRDLLPHFGGHPMAAGMTLKIEDVAELRSRLNALAKEQLTEEDFMPVTMLDGVAAIEDISIQTIEEMNLLAPFGM 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
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NTDB id 1106647 ACN6MY RS20200 WP 419881769.1 GNPKPKILIEKSEIAGIRKIGANQNHLKLQLKKNESALDGVGFNLGHKFDHLSPLAKVSVIGELSVNEWNNVRKPQIFLA 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
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NTDB id 1106647 ACN6MY RS20200 WP 419881769.1 DLAVEQWQLFDYRGLNGAEKWLGAIPAESRKTVVFSEDTITHYPFLQEIDDLVHIKEDHEAEELMLDGSYLVLMDMPTGR 640
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
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NTDB id 1106647 ACN6MY RS20200 WP 419881769.1 SLIEKLISGKSPERIYAHFYHQQENFLSTMPTRDHFKWFYAYISKRGPLDIKRYGDDIAKYRGWSRDTIDFISKVFFELD 720
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
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NTDB id 1106647 ACN6MY RS20200 WP 419881769.1 FVTIENGLIMLAQNASKRDLSESESFKGKKEQFELEKELVYSSYQQLFDWFSQLAHEASDLEEETKQWI 789
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT. 786
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