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NTDB id 1106646 ACN6MY RS18515 WP 419881486.1 MGQQDSLDLFSEEKPFMKGRQLVTIFHNEGNMYSVVRIRVDETNLNYDEKEAVVTGYFPRIHEDETYTFYGILKEHPRFG 80
NTDB id 355 BSU 27480 NP 390625.1 .MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFG 79
consensus * !!** ! !! !**!! !*!!* !*!*!****! !! **! !!!!!! **!*!!!!!!! * !!*!!
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NTDB id 1106646 ACN6MY RS18515 WP 419881486.1 MQFHVEHFRKEMPQSKEGIINYLSSDLFKGIGKKTAESIVEAVGENAISKILAQPSLLDGIPKLSGEKAKAFYDTLIEHQ 160
NTDB id 355 BSU 27480 NP 390625.1 LQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQ 159
consensus *!!* !!!*!!*! *!!!!!*!!!!!!! !!!!!!!! !! *!* !! !!!! *!*! *!*!! !! ! !!
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NTDB id 1106646 ACN6MY RS18515 WP 419881486.1 GLEQVMIALNQYGFGPQLSMKIYQMYKQDTVSMLQSNPYKLVEDIEGIGFGRADELGYQLGIAGSHPDRIKAACLYTLES 240
NTDB id 355 BSU 27480 NP 390625.1 GLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLET 239
consensus !!!!*!! !!!*!!!!!!!!!!!! ! *!* *! !!! !! !*!!!!!!*!!!!! *!* ! !!*!*!!!*!!!!!*
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NTDB id 1106646 ACN6MY RS18515 WP 419881486.1 QCLQEGNTYLEAEALLESVKKLLEENKRDR..IEFTDISSEIVKLGEEGKIITEGVRVYLPSLYYSEKGIVTNIKRILGQ 318
NTDB id 355 BSU 27480 NP 390625.1 TCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQ 319
consensus !! !!*!!*! ! !* !! !* **! ! !* !!! !* ! !*! !!!*! ! * *!*! !
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NTDB id 1106646 ACN6MY RS18515 WP 419881486.1 TQYQDQFPESEFLLALGKLEERLGVDYAPAQKEAIQTALQSPMLILTGGPGTGKTTVIKGIVELYSELHGVSMEIKDYIK 398
NTDB id 355 BSU 27480 NP 390625.1 TEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYK. 398
consensus ! ! !!!!!!!!!!!! !!!!* ! !!! !!!!!! !! !!!!*!!!!!!!!!!!!!*!!!!!! !!!!!!*** ! *
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NTDB id 1106646 ACN6MY RS18515 WP 419881486.1 EDDPFPFVLAAPTGRAAKRMAESTGLPAVTIHRLLGWNGSEGFSHDEDNPINGRIVIIDETSMVDTWLAQQLFKALPDDV 478
NTDB id 355 BSU 27480 NP 390625.1 KDEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHI 478
consensus !**!! !!!!!!!!!!!!! !!!!!!!!!!!!!!!!!! !!!*! !!*!! !***!!!! !!*! !!!**!!!!*!!**
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NTDB id 1106646 ACN6MY RS18515 WP 419881486.1 QLILVGDEDQLPSVGPGQVLKDLLGSNCVPTVALEHIYRQEEGSSIIELAHDIKRGSLPPDVEKQQGDRSFLKCSTGQIS 558
NTDB id 355 BSU 27480 NP 390625.1 QIIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIK 558
consensus !*!*!!!!!!!!!!!!!!!!*!!!*!***!!! ! *!!!! !!!!!*!!!! *! ! !!* * * !!!!**! !!
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NTDB id 1106646 ACN6MY RS18515 WP 419881486.1 QVIEKVVQNARKKGYTARDIQVLAPMYKGPAGIDALNKMLQEVFNSNENEKRRELKFGDVIFRTGDKVLQLVNQPENGVF 638
NTDB id 355 BSU 27480 NP 390625.1 EVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPP.KEKRRELKFGDVVYRTGDKILQLVNQPENNVF 637
consensus !*!!!! !! !!!!!!*!!!!!!!!!*!*!!! !! !!!** !*** !!!!!!!!!!!**!!!!!*!!!!!!!!! !!
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NTDB id 1106646 ACN6MY RS18515 WP 419881486.1 NGDMGEIVSILFAKENTDSVDKAIISFEGIEVSYTKQELSQITHAYCCSIHKSQGSEFPIVILPVVKSYYRMLRRNLIYT 718
NTDB id 355 BSU 27480 NP 390625.1 NGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYT 717
consensus !!!*!!! !! *!!!!!* ! !**!!*! !***!! * ! !!!!!!!!!!!!!!!!!!!*!!!!! !!!!!!!!!*!!
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NTDB id 1106646 ACN6MY RS18515 WP 419881486.1 GITRSKEFLILCGEEDALRMGVERNNEIRKTT.LLTRLQESMNENEDADNESIPAEISAETAEDYAAALMKTDPMIGMKN 797
NTDB id 355 BSU 27480 NP 390625.1 AITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQV.EEMDAELEALQK..........ELPFSVHDANIGMEG 786
consensus *!!! ! !!!!!!!!*!! !! ! * !*! !! **! !!* ! ** ********** * *!* !!!
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NTDB id 1106646 ACN6MY RS18515 WP 419881486.1 VTPYDFM..... 804
NTDB id 355 BSU 27480 NP 390625.1 ITPFDFMKEEQQ 798
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