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NTDB id 1106641 ACN6MY RS17420 WP 419881318.1 MLTELSIRNFAIIEALSISFEKGLTVLTGETGAGKSIIIDAVHLLVGGRGSAEFIRHGETKAEIEGLFELDEEKHPVYAK 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLE.SGHPVLGV 79
consensus !! !!!!*!!!!!! !**!!!*!!!!!!!!!!!!!!!!!!!**!!!!!!!! !!*!*!! !!!*!!!! !** !!! *
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NTDB id 1106641 ACN6MY RS17420 WP 419881318.1 AAEFGIDVSDGMIVLRRDMSLSGKSVCRVNGKLVTIAVLREIGRTLIDIHGQHEHQELMDERLHLPLLDQFGGEKISSAL 160
NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
consensus *!! !!!!!! !!!*!!!*! !!!!!!!!!!!!!!!! !!!!!! !*!!!!!!**! !!** !!*!!! !*! * !!!
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NTDB id 1106641 ACN6MY RS17420 WP 419881318.1 AEYNDLYRKYDAAVKQLKNLSQNEQQMVHRLDLIQFQFEEIQNAALRLQEDEELAEERKKINNFEKIHEALQTSYMALSG 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
consensus !** ! *! *! !!*!! !! ! !!!!!!!!! !!! ! ! !*!!! ! !!! ! !!!!!*! !! ! !!

logo EQGRGLDWLVGSMVAMSANGQLEDEAIASDS ILDNDEPSLVKEKMTSESTVSNSFYFYI
LLEDATVFSAQI

MRDNMSLDESLEFYDPTERLDNFYI ESTRLNE IKNQLKRKYGAKST
NTDB id 1106641 ACN6MY RS17420 WP 419881318.1 EQRGLDWLSVAMNGLEEAASLDDSVKETSETVSNSFFILEDAVSAIRDSLDSLEYDTERLDFIESRLNEINQLKRKYGKS 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus !! !!!!* *! !!* * ***! !!*!!!!***!!!! *! !! !!*!*!!! *!!*!!!!! !!!!!!! *
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NTDB id 1106641 ACN6MY RS17420 WP 419881318.1 IDDILEYAAKIEEEIETLQNRETHIAKLEKQISSIKADLWLEGKNLSELRQKFSRQLTKKIQQELKELYMEKTVFEAHFH 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
consensus **!!!!!! !!!!!!* * !!**!* ! ! * !* !* *!* !*! *! * * ! !* !!! !!!!!* !* *!*
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NTDB id 1106641 ACN6MY RS17420 WP 419881318.1 KTAHSVNDPA......EQDFGVKGMDVMEFYISTNPGEPLKPLSKIASGGELSRIMLALKSIFSKHQGITSIIFDEVDTG 474
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus *! !**!******* !*!** ! !!!!*!!!!!*!!!*!!!!!!!!*!!!*!!!!! *! *!!!!!!!!!!!

logo VSGRVAQAIAEKIHYKVAS IVDGSQVLC I STHLPQVAAMADTHLFYIAKENI
LKADGRTNTTRSVKQPLCSKEQDEKVAKE IGRMIASGVE I

VTDLTK
NTDB id 1106641 ACN6MY RS17420 WP 419881318.1 VSGRVAQAIAEKIYKVAVDSQVLCISHLPQVAAMADTHLFIAKNIKAGRTNTSVQPLCKEDKVKEIGRMISGVEITDLTK 554
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!!!!!!!!!!!*!! * !!!!!!*!!!!!!!!!!!!!*!!! *! !!! ! ! !!*! *!! !!!!!! !!!*!!!!!
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NTDB id 1106641 ACN6MY RS17420 WP 419881318.1 QHAQELLHQAEKLKTAQ 571
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
consensus !! !!!*!!* *!!
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