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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDR..EADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 112 BSU 36310 NP 391512.2 ....MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNA.SGEI..EADYVNCTLWRKTAENTALYCQKGSLVGV 73
NTDB id 1106595 ACN6MX RS19780 WP 419960475.1 ....MINRVVLVGRLTKDPELRYTPSGVAMARFTIAVNRTFSNQ.QGER..EADFINCVVWRKQAENTANYLKKGSLAGV 73
NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
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consensus *!*!***!*! *!***!* * ! !** ***! ** !** ** * **** !! *****!!*** *

logo

S
D
EGKQRI

L
K

Q
S
T
G
RNSKW

YEQDGNEKQENSQDGKVIQNDERRVFTYSATVYTDE I
V
L
Q
V
G
V
A
QGYNEG

N
D
I
N
T
V
E
S

F
L
M
V
R
S
K
Q
L
F
M
M
LDEGSGPKRAPSTNGQRTESEQSTGNEKSGAEQSGADRGDFMQASQGPADYGDENQYGAGNEQESQSGGMSNYFSGGWNQNGSGNQAVEQQSYPNAFGSQGTNPGQYSQNDQNSGPSAGW

F
Y
S
T
G
Q
D
G
S
Q
R

N
P
Y
A
Q
A
N
Q
N
T
P
Q
A
G
M
N
Q
S

K
N
R
A
R
Q
N
Q
P
N
Q
A
A
G
P
S
Y

N
Q
D

NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVV....DNFSLLESRTTTEQRQGDGASQNFNSNQSN..GSQQSGFTSPQQTGNAPAA. 146
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NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQA....ESVQFLEPKNGGGSGSGGYNEGNSGGGQYFGGGQNDNPFGGNQNNQRRNQG. 148
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEE.GYGQSQE.........AYQRPAQQSRQPASD 142
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NTDB id 624 LCA RS00040 WP 011373726.1 ........NNTQADPFANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ................................ 113
NTDB id 1106595 ACN6MX RS19780 WP 419960475.1 ........TRVDEDPFSNSSGPIEVSDDDLPF 167
NTDB id 113 BSU 40900 NP 391970.1 ........NSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
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NTDB id 1390 A4U84 RS00055 WP 021115958.1 FNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQ..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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