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NTDB id 1106579 ACN6MX RS11690 WP 419959087.1 ....MTNEINNDKQFITGRPIVSIFHNPQNLFSIIKVKIKSTNTTYTDKEVIVSGYFPPLVLEDPYKFIGYIKNHPKYGT 76
NTDB id 355 BSU 27480 NP 390625.1 MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGL 80
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NTDB id 1106579 ACN6MX RS11690 WP 419959087.1 QFQVETFQKEVPATEQGIIHYLSSDMFTGIGRKTAEQIVKKLGPNAINKILDDPEALDVVPRLSEEKKQTLRAVLEQNLG 156
NTDB id 355 BSU 27480 NP 390625.1 QFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQG 160
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NTDB id 1106579 ACN6MX RS11690 WP 419959087.1 LEKVMIQLNEWGFGPQIAMKIYQAYREETLTVLTKNPFRLIEEVEGVGFVKADELGYKLGIQGNHPDRIKAAIYHLLQTA 236
NTDB id 355 BSU 27480 NP 390625.1 LEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETT 240
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NTDB id 1106579 ACN6MX RS11690 WP 419959087.1 SLGEGHVFLYAEQLLESVKQLLENAQREEIPYE..AITKCCIELAEESRIVGEVNRFYIPSLYYSEVGIGSKIETLLAEN 314
NTDB id 355 BSU 27480 NP 390625.1 CLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQT 320
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NTDB id 1106579 ACN6MX RS11690 WP 419959087.1 DTHHQFPLAEMKKHLGGIEERLGVQYAPTQINAIETALNASMTLLTGGPGTGKTTVVRGIVELYAELHGLSLDPKEWAKD 394
NTDB id 355 BSU 27480 NP 390625.1 EYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKD 400
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NTDB id 1106579 ACN6MX RS11690 WP 419959087.1 KKPFPIVLAAPTGRAAKRLSESTELPAMTIHRLLGFTGQEDA.DVEGKEIEGKLIIIDETSMLDTWLGHQLLKAIPKDAQ 473
NTDB id 355 BSU 27480 NP 390625.1 .EAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
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NTDB id 1106579 ACN6MX RS11690 WP 419959087.1 VIFVGDQDQLPPVGPGQVLKDLLASKRIPTVELKDIYRQAEGSSIIELAHEMKQGMVPATLLDKTKDRSFIKASTDQIPK 553
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
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NTDB id 1106579 ACN6MX RS11690 WP 419959087.1 VVEQVLKSALSKGHSIRDMQVLAPMYRGPAGIDALNKMIQEMVNPNTDGKRKEMVFGETIYRIGDKVLQLVNQPESHVFN 633
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPPKE.KRRELKFGDVVYRTGDKILQLVNQPENNVFN 638
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NTDB id 1106579 ACN6MX RS11690 WP 419959087.1 GDMGEVISIFRAAETVEKKEMLIVSFDGNEVTYEKNDLNQLTLAYCCSVHKSQGSEFQTVIMPITRSYMKMLRRNLLYTG 713
NTDB id 355 BSU 27480 NP 390625.1 GDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA 718
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NTDB id 1106579 ACN6MX RS11690 WP 419959087.1 ITRAKNFLILCGDPEVFKFGVQRTDDLQRLTTLKDRLSNVEESEQEDKEIVKELESVGDQTEYTYLTAENYHKVDPLFGM 793
NTDB id 355 BSU 27480 NP 390625.1 ITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDA......ELEALQK........ELPFSVHDANIGM 784
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NTDB id 1106579 ACN6MX RS11690 WP 419959087.1 NGITPYQFMDADN. 806
NTDB id 355 BSU 27480 NP 390625.1 EGITPFDFMKEEQQ 798
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