logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

462
412
170
280
205
239

GPW51 RS00385 WP 012774894.1

SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

KZH43 RS08670 WP 000642700.1

SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1
1106389 ACNEM2 RS17130 WP 419877043.1
124 BSU 16930 NP 389575.2

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

462
412
170
280
205
239

GPW51 RS00385 WP 012774894.1

SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

KZH43 RS08670 WP 000642700.1

SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1
1106389 ACN6M2 RS17130 WP 419877043.1
124 BSU 16930 NP 389575.2

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

462
412
170
280
205
239

GPW51 RS00385 WP 012774894.1

SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

KZH43 RS08670 WP 000642700.1

SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1
1106389 ACN6M2 RS17130 WP 419877043.1
124 BSU 16930 NP 389575.2

consensus

ol

[

ul

L

|

THOTLAGE e o sk e

0l T

LKPMVLNQLLPKLM...
LKPMVLNQLLPKL M-
LKPMVLNQLLPKL M-

I

MTARR EEL VA DSt T

DU b D Ee bl b b Do Lk ]

NeecacleriLy

N *kokk Dok | Lk FTLTTx1

B0

FFAIRRPDYARTPNNERQEQIVEGAIPLPNETGLAVGGILEVDGVTYVVLPGPPSE
FFAWNRPDYARTPNNERQAQIVEGARPLPNETGLAVGG LEVDGVTYVVLPGPPSE

LT o T A EVTAL Mg

M NNNLYSRVLRFFGIGESQLVT LAD IDIMQTDPTLAPYAKIGEVTLRLSTKA SQEEAN|®:
BATRIAKLYSRVLRFFGIGESEILVT LEDLI[RAQTDPT APYAKTGEVT RLSTKARIIQEEA EJ
BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
BTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQES

MNTGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQE
.TGSKLYSRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQY
TGSKLHSRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQLY

Fdr LR L DL * *

156
156
156
156
156
156
156
156
155
159

233
233
232
232
232
232
232
232
235
239



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

462
412
170
280
205
239

GPW51 RS00385 WP 012774894.1

SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

KZH43 RS08670 WP 000642700.1

SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1
1106389 ACNEM2 RS17130 WP 419877043.1
124 BSU 16930 NP 389575.2

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

462
412
170
280
205
239

GPW51 RS00385 WP 012774894.1

SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

KZH43 RS08670 WP 000642700.1

SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1
1106389 ACN6M2 RS17130 WP 419877043.1
124 BSU 16930 NP 389575.2

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

462
412
170
280
205
239

GPW51 RS00385 WP 012774894.1

SMU RS09535 WP 002262393.1

SP RS09755 WP 000642718.1

KZH43 RS08670 WP 000642700.1

SPR RS08830 WP 000642700.1

SPD RS09270 WP 000642701.1

538 SMSK321 RS11060 WP 000642686.1
510 SM12261 RS08320 WP 000642690.1
1106389 ACN6M2 RS17130 WP 419877043.1
124 BSU 16930 NP 389575.2

consensus

VYR SLestvee Hoalk

/\Lvh RS,

b Lo.grrec sl

VAE L RS AE >@>I’<

B

SLRDMCYGYGEERSLASIVVEELK QGKTIWAAESLTAGLFQATVA]
SLRDIBCYGYGEETSLASIVVEELKRQGKTIpy AESLTAGLFQAVAW

kokok |skosk | osksk sk sk sk sk ok sk ok ok k ok ok k| * ERES!

e 01t ST R ST DL sl

NPLY
LEEKSRMLDIPEKNMLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQ
LEEKSRMLDIPEKINLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQ
LEEKSRMLDIPEKNMLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQ
LEEKSRMLDIPEKINLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQ .
LEEKS MLDIPVKDLEEQGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPﬁGTVFIGLAQ H[eBiK .

A

% % 3k %k k % X *kokokkk | kokok | *kk kX

| AopaTe VI@VM

NﬁﬁéKvAK

LEEKS MLDIPWMKMLEENGVVSEFTAQKMAEQARMKTQSDFG SLTGVAGPDSLEGHPRGTVFIGLAQ
NENKNENLE AL IN§AGAV SENT AISRAAE | [GRIZK|KE J§ G 'S 'TGVAGPDSEEG PVGHV < /G AR
NBVIQNVIRGMKKETMBR FEAUSIKECIISELIAK GV QK LG T[S Fpeaiyied oMl Qio{edsiE P HIAMe IS ANGKE[S . YyHEFHF

kokkokkkkokkkk ok * % % % k * % ok sk |k ok ok ok ok k *k >k 5k >k k % % | * | k% * 1 % %k k k % % * %k %k k %
! BiRADVB@AAKLA LR
393
.. 418
BN T AVMHAFNLVRKALLSD . 418
BN T AVMHAFNLVRKALLSD . 418
NIAVMHAFNLVRKALLSD - 418
418
418
418
414
416

X non conserved
B similar
>507% conserved

by s e TS

308
308
312
312
312
312
312
312
308
311

369
387
391
391
391
391
391
391
388
390



