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NTDB id 1106349 ACN6K0 RS03880 WP 419894307.1 MARKKKNKSNKFMRWLATVAVGVALAAVGVNTNHISTPFNNEVASSSTYNKKDYTPTEKQASVVLTDNVRQQLGGNLSFN 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 MNKKTRQ...TLIGLLVLLL....LSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN 73
NTDB id 221 SPD RS09380 WP 001036779.1 MNKKTRQ...TLIGLLVLLL....LSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN 73
NTDB id 187 SPR RS08930 WP 001036779.1 MNKKTRQ...TLIGLLVLLL....LSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN 73
NTDB id 152 SP RS09870 WP 001036779.1 MNKKTRQ...TLIGLLVLLL....LSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN 73
consensus !**!*** *****!**** !**************!******!********!****!**!!!!*!**!**!*!**!

logo GASGAF IVNNGNKTNLNDTAKVSSAKPYAVDNEKVTDKSTLVGKENTRVPTVANAW
LLNSRKTASTRQYKNRQKAETGNGRSTSWKTPQPGFWRHQVQKNLPKGRSFYKT

NTDB id 1106349 ACN6K0 RS03880 WP 419894307.1 GAGAFIVNNNKTNLNTKVSSAPYAVNEVDSL...NRPTVANAWLNRTSRQYKNRQATGNGRTSWKPQGFRQVQNLPGRFK 157
NTDB id 262 KZH43 RS08770 WP 001036779.1 GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYT 153
NTDB id 221 SPD RS09380 WP 001036779.1 GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYT 153
NTDB id 187 SPR RS08930 WP 001036779.1 GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYT 153
NTDB id 152 SP RS09870 WP 001036779.1 GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYT 153
consensus !*!!!!!!*!!!!!**!!!!*!!!*!**********!!!!!!*!****!!!!!!**!!!!*!!!*!*!**!!*!!*!***

logo HAYVDRGHLLAGYALVIGNGVLRDGFDASETSNEPKNIATVQTAWANEQSAAQSAKEDYSTGQNYYEGSLKVRKALDRQNKQRVRYRVTDL IYYDAGSNNENDLV
NTDB id 1106349 ACN6K0 RS03880 WP 419894307.1 HAYDRGHLLAYALVGNVRGFDASESNEKNIATQTAWANESASKDSTGQNYYEGLVRKALDRNKQVRYRVTDIYDG.NNLV 236
NTDB id 262 KZH43 RS08770 WP 001036779.1 HAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLV 233
NTDB id 221 SPD RS09380 WP 001036779.1 HAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLV 233
NTDB id 187 SPR RS08930 WP 001036779.1 HAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLV 233
NTDB id 152 SP RS09870 WP 001036779.1 HAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLV 233
consensus !!*!!!!!!*!!!*!***!!!!!*!!*!!!!*!!!!!!******!!!!!!!!**!!!!!!*!!*!!!!!!**!*****!!
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NTDB id 1106349 ACN6K0 RS03880 WP 419894307.1 PAGVHLEAKSSDGSLEFNVFVPNVQTNININYATGQATRK. 276
NTDB id 262 KZH43 RS08770 WP 001036779.1 PSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 PSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 PSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 PSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !*****!!!!!!!*!!!!!*!!!!!******!*!!**!***
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