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NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 1106310 ACN5ZK RS03285 WP 111746572.1 MLNRVVLVGRLTKDPEYRVTPSGVSVATFTLAVNRTFTNAQGERQADFINCVVFRKQAENVNNFLNKGSLAGVDGRLQSR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQ..........SGFTSP..QQTGNAPAANN 148
NTDB id 1106310 ACN5ZK RS03285 WP 111746572.1 SYDNQEGRRVYVTEVICDSVQFLEPKNANQNRSNNDPSQDYSSYDQGDYG......QQSQGQNYQSNHNNNNQQQSNASA 154
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGG........YNEGNSGGGQYFGGGQNDNPFGG..NQNNQRRNQGNS 150
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NTDB id 624 LCA RS00040 WP 011373726.1 TQADPFANNGQAIDISDDDLPF 170
NTDB id 1106310 ACN5ZK RS03285 WP 111746572.1 PSTNPFANATGPIDISDDDLPF 176
NTDB id 113 BSU 40900 NP 391970.1 FNDDPFANDGKPIDISDDDLPF 172
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