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NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
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NTDB id 1106253 ACN6IY RS07255 WP 419727233.1 QIASNLSWKLRSSVYDKIEGFSMAEINKFSTPSLITRSTNDITQIQNIVAMGLQLIIKAPITAVWAVCKILDKGWQWSGA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
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NTDB id 1106253 ACN6IY RS07255 WP 419727233.1 TGGAILVLVLIILVIMIFALPRFKKIQKLTDRLNLVTRENLTGIRVVRAYNAENYQNSKFENVNEEITKNNLVINRVMSI 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
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NTDB id 1106253 ACN6IY RS07255 WP 419727233.1 MQPGMMFVMNGLTLAIYWIGAYLINDAN............IMDKMNLFSDMIVFSSYSMQVIMAFMMLTMIFIMMPRASV 308
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
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NTDB id 1106253 ACN6IY RS07255 WP 419727233.1 SAKRILEVLNTKESIVDGDGKFEETSKTGEIEFKNVSFKYPDSQGSDYVLRDINFTAKMGETVAIIGSTGSGKTSLINLI 388
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKN..SRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLI 398
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NTDB id 1106253 ACN6IY RS07255 WP 419727233.1 PRFYDVTEGEVLVNGVNVKKYKQKELNNLLGYVHQKAVLFSGDITSNVAYGNNGKENYSELDVKRAVEIAQGTEFVDNME 468
NTDB id 369 SMU RS04255 WP 002263293.1 PRFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKE 478
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NTDB id 1106253 ACN6IY RS07255 WP 419727233.1 NTYNASISQGGSNVSGGQKQRLSIARAICRKAEIYIFDDSFSALDYKTDRKLRSVLKHEISNATNLIVAQRIGTIIDADK 548
NTDB id 369 SMU RS04255 WP 002263293.1 KGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADH 558
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