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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVL 79
NTDB id 1106229 ACM62G RS20400 WP 419735414.1 MRTGMLALAAGLLSLRFLPQLPPLGWLPVLSLLGLM.LLP........FRS....YPVALVLFGFSWACLQAHLALSDRL 67
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLL.LLP........FRW....RPLAFFLFGLVWACLNAQWALDDRL 67
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NTDB id 1426 RS RS05575 WP 011001070.1 APAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQR 159
NTDB id 1106229 ACM62G RS20400 WP 419735414.1 AAELDGQTLWLEGQVVGLPENDGAVQRFVLEDAS.SRRTLLPRRMRLAWYGG....................PAVGSGER 126
NTDB id 1199 PSJM300 12650 AFN78592.1 PVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSGER 126
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NTDB id 1106229 ACM62G RS20400 WP 419735414.1 WRLAVKLKSPSGLLNPHGFDREAWLLAQRIGATGTIKDGQRLA..A............SPGSWRDGIRQRLLAVDAW.GQ 191
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NTDB id 1426 RS RS05575 WP 011001070.1 APVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAV 319
NTDB id 1106229 ACM62G RS20400 WP 419735414.1 SATLVALVLGDGSGLSPDTWRVLQDTGTVHLLVISGQHIGLFAALVYALVA.......GLARYGLWP..RHLPWLPWACG 262
NTDB id 1199 PSJM300 12650 AFN78592.1 AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIWP..QRLPWLPWACG 264
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NTDB id 1426 RS RS05575 WP 011001070.1 AAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAAR 399
NTDB id 1106229 ACM62G RS20400 WP 419735414.1 LAFAAALGYGLLAGFGVPVRRACAMIGMVLLWRLRYRHLGVSWPLLVALNLVLLVEPLASLRPGFWLSFAAVAVLVFCFA 342
NTDB id 1199 PSJM300 12650 AFN78592.1 LAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR 344
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NTDB id 1426 RS RS05575 WP 011001070.1 IVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPE 478
NTDB id 1106229 ACM62G RS20400 WP 419735414.1 GR..............LGAWSLWQTWTRAQWTIALGLLPWLLALGLPISLSGPWVNLVAVPWISLAVLPLALLGTLTLTL 408
NTDB id 1199 PSJM300 12650 AFN78592.1 GR..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWV 410
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NTDB id 1426 RS RS05575 WP 011001070.1 PWSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAP 558
NTDB id 1106229 ACM62G RS20400 WP 419735414.1 PWIGEALLWLAGGLLEILFQGLAQVATRVPAWLPGTLAPWAWGLGSLGVLLLLLPAGVP...LRPLGWPLVAMVLCSPPS 485
NTDB id 1199 PSJM300 12650 AFN78592.1 PWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 1106229 ACM62G RS20400 WP 419735414.1 RVPQGQAEIWQLDVGQGLAILVRTRHHNLLYDAGPRFGAF.DLGQRVVLPTLRKLGVRELDLMLISHADADHAGGALAVR 564
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 1106229 ACM62G RS20400 WP 419735414.1 NGMPVNQVISGDAPGLP.......APLHAGTCPSGERWQWDGVSFGLWQW......AAAQDSNQRSCVLQIEARGERLLL 631
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPERLP.......AALDARSCRTGQRWTWNQVNFSVWRW......PQATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1106229 ACM62G RS20400 WP 419735414.1 TGDIDTHAEQALLD..SPLAVATDWLQAPHHGSRSSSSMNFLQRLAPRAVLISRGRGNSFGHPHPQVMARYRALGMAVHD 709
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1106229 ACM62G RS20400 WP 419735414.1 SAEQGAVRLVLGA..FGDAQSQREDKRFWR................... 737
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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