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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1106202 ACN6IU RS13125 WP 238300491.1 ..MAGVNKVIIVGNLGQDPDHKVMTNGDPVTNISVATSEVWADKASGEKREVVEWHRITLYRRQADIAAQFLKKGSKVYI 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
consensus **!!!!**!*!!*!!****!**!**! ****!!!!*!*!* *!***!**!!!********!**!***!*!!* !!*

logo EGKQRI
L
K
R
Q
S
TRKYWQGDKQNDSGI

Q
D
ERTYI

S
T
A
Y
T
D
E
V
I
I
Q
V
G
V
A
Q
D
N
GYNGI

K
V
E
I
L
M
V
K
Q

L
MLDGSGKRAQSNQSTEGQSNSGDTGFMGGNPAPGSYDENPQEAPGQSYGGWQMNNQAVPEAQTNQQYNQSHQDEGGPSAW

Y
S
G
Q

Q
D
R
A
N
P
F
Q
Y
A
A
N
Q
C
P
Q
A
N
SRQPAKNP

S

N
Q
D
F
H
A

NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEGYGQ.........SQEAYQRPAQQSRQPASDA 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEGYGQ.........SQEAYQRPAQQSRQPAPDA 143
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP....AQGGMNVPA....QQGSWGQPQQPA....KQH 148
NTDB id 1106202 ACN6IU RS13125 WP 238300491.1 EGRLRTRKWQDQSGQERYITEIIAD....KIVLLDSKQTSGTGN.SNPP......PE..QQQHDPYGDAFNC........ 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFG.GNQGSGWNQAPAQTNYNQGGYSDNYAQN....NNF 149
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logo

N
Q
P
G
S
G
H
N
P
A
M
Q
Q
T
E
Q
R
A
S
P
Q
AAPAQPQRKYRPSQAQPAPVPQYAENAEPAPMPVDMENDFIDDNDIPF

NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 Q..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1106202 ACN6IU RS13125 WP 238300491.1 ..........................DNIPF 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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