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NTDB id 1284 ACE17W RS12370 WP 010946666.1 ..................MRK......IIAILILISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFI 56
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ..................MRK......IIAILILISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFI 56
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ..............MKQIIRQFSI..GTVAY......AIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQ 57
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ..............MNHVFRQFSM..GAVAI......AIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQ 57
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ..............MNHVFRQFSM..GAVAI......AIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQ 57
NTDB id 110620 ACAM27 RS16810 WP 369612339.1 MNSRNMHEQTGLGSRLAMFKKLNVCVGVIA......IGLWSGLASAVTLQDLSFSSLPGERLEVTMQFDGTPP.EPSGYT 73
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .....................MNSGLSRLGIAL..LAAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYT 56
consensus * * * * *** ** *** *** * * ***********! * ** ! **

logo

I
T
L
Q
E
R
K
N
QPPSAR I

L
A
V
I
V
LDLFKPIDDGSKVATGTDQNSMQAGKQI

L
PSAGND

K

K
T
Q
R
K
S
L
N
S
K
T

R
K
I
E
P
S
T

I
L
V
G
S
T
A
Q

V
L
T
N
G
N
S
E
T
L
A
Q
R
H
SS IYVNTDI

V
S
T
V
A
E
S
A
T
V
D
G
K
D
K
Q
DRASTVRVALVTI FILVENLTVDKETRDTALSSGVPASHFYDSTGTVSRRTVTAENGSNI

N
S
T
V

L
Y
F
F
V
S
I
M
V
L
T
K
V
V
L
I
G
N
N
S
G
E
I
S
A
K

P
Q
S
A
D
S
N
T

G
T
V
D
S

V
A
L
N

T
F
K
S

A
V
E
A
T
NS

NTDB id 1284 ACE17W RS12370 WP 010946666.1 TQKPPRLVLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENS 136
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TQKPPRLVLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENS 136
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LEQPARLILDFDKAGQKL..AKSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT... 132
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LENPSRLILDFDKAQQGL..KQSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK... 132
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LENPSRLILDFDKAQQGL..KQSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK... 132
NTDB id 110620 ACAM27 RS16810 WP 369612339.1 IERPARIAVDLKDTTSAL..NQRSIPLGTGNAQSVTVVETKDRTRLIFNLVELVPHDTVRTNNSLVMTIGGESDVVSATS 151
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IEQPARIALDLPGVQNKL..GTKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVAS 134
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 KE.............VFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKR 203
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KE.............VFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKR 203
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ..P..............VATSAPAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARR 196
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ..P..............LPVVS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARR 195
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ..P..............LPVVS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARR 195
NTDB id 110620 ACAM27 RS16810 WP 369612339.1 Q.P.......AQR....TTTTSSASSNSLAGVDFRRGNEGEGRVIVDLGSNAATVNLNELGGRIRLTMPNLQVPADLRRR 219
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TAPVKASPAPASYAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVR 214
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 YDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIR 283
NTDB id 1257 GCO85 RS04855 WP 163621000.1 YDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIR 283
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LNTTDFATPVASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQD.NVRLNSKNNQNYTGKKISLDFQDIEVR 275
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQD.KNVTSLYKTPNYSGNKLSLDFQDIEVR 274
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQD.KNVTSLYKTPNYSGNKLSLDFQDIEVR 274
NTDB id 110620 ACAM27 RS16810 WP 369612339.1 LDVTDFATPVTRIDTYVEDGSAVVEIRPEGDYDYIAYQSGREFTVSVEALTQEEAEARREEKFPYTGEKLSLNFQDIEVR 299
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVR 294
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 AVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKL 363
NTDB id 1257 GCO85 RS04855 WP 163621000.1 AVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKL 363
NTDB id 1009 ACIAD RS15175 WP 004923730.1 RVLQLLADFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKL 355
NTDB id 1052 ABD1 RS15850 WP 001017033.1 RVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKL 354
NTDB id 1039 H0N27 RS01460 WP 031993779.1 RVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKL 354
NTDB id 110620 ACAM27 RS16810 WP 369612339.1 SVLQLIADFTGLNLVASDTVGGSITLRLQNVPWDQALDLILKTKGLDKRQIGNVLLVAPAEEIAAREKLELETNKQIAEL 379
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SVLQLIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAEL 374
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 EPIRSDLIQINYAKAADIAVLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQD 412
NTDB id 1257 GCO85 RS04855 WP 163621000.1 EPIRSDLIQINYAKAADIAVLIKDKQ...............................NSLLSDRGKISVDARTNTIWIQD 412
NTDB id 1009 ACIAD RS15175 WP 004923730.1 APLQTEYILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIIND 426
NTDB id 1052 ABD1 RS15850 WP 001017033.1 APLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIIND 434
NTDB id 1039 H0N27 RS01460 WP 031993779.1 APLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIIND 434
NTDB id 110620 ACAM27 RS16810 WP 369612339.1 APVRLDIIQVNYAKAADVVALIQADAE................................LISSRGFVSSDARTNTISVRE 427
NTDB id 1193 PAKAF RS26665 WP 003161249.1 APLRRELIQVNYAKAADIAKLFQSVTSDGG..........................QEGKEGGRGSITVDDRTNSIIAYQ 428
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 TGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS.G.TLEGANEL..............ARG 476
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLS.G.TLEGANEL..............ARG 476
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLR.....NPDSN. 500
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLR.....EPKKDE 509
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLR.....EPKKDE 509
NTDB id 110620 ACAM27 RS16810 WP 369612339.1 TAEKLEEIRRLVATWDVPVRQVSIEARIVRAQNNVSEELGVKWGFEGRGSAD......GGTDTIVV.......GGSQGAT 494
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSG...YGKDGNIGIKDEDGMNCGPIAGS 505
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 TAPANVVPLE..RRLNLDLAAAPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESG 553
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TAPANVVPLE..RRLNLDLAAVPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESG 553
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ....GTYTIERPDNLNVDLGV.....TTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATG 571
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TTGGYKYTIERPDNLNVDLGV.....SNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATG 583
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TTGGYKYTIERPDNLNVDLGV.....SNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATG 583
NTDB id 110620 ACAM27 RS16810 WP 369612339.1 ALIPNSGPLSLPSDLNVDLGV.....TRAGSSSVAFGYIG.TDFLLDLELSAFESDGRAEVVSQPRVVTADRQTASIKSG 568
NTDB id 1193 PAKAF RS26665 WP 003161249.1 CTFPTTGTSKSPSP.FVDLGA.....K.DATSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKG 577
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 EEIPYQEATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTI 629
NTDB id 1257 GCO85 RS04855 WP 163621000.1 EEIPYQEATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTI 629
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNTINTNVLVNNGETV 650
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETV 662
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETV 662
NTDB id 110620 ACAM27 RS16810 WP 369612339.1 EEIPYQEATSSGAT...NVEFKEAVLSLEVTPQITPDDKIIMDLVVNQDSR..GEVTAGIPSINTNEVTTQVLVANGETV 643
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SEVPYQEASSSGAT...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETI 654
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NTDB id 1284 ACE17W RS12370 WP 010946666.1 VLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 110620 ACAM27 RS16810 WP 369612339.1 VLGGIFQSEVATQTTKTPFLGDIPYLGRLFKRTEHVDERSELLIFITPKIIKNDILQ............ 700
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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