
logo MKQVAMIGYLRQSTMTKQQSLAAQKQATIKEVAI
LAKEKHHNIQYHINTFYSDKQSGRKTDNKRSNGYRQQMITQEL IQQGQCDI

VLCCYRLNRLHRN
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 1106126 ACM595 RS09490 WP 369080817.1 MKQAMGYLRQSTTKQQSLAAQKQTIKVLAEKHNIQHITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
consensus !!!**!!!!!!!*!!!!!!!!!!*!***!*!!*!!*!*!!!!!!!!!*!*!*!!*!*!*!!!!!!!!*!!!!!!!!!!!!

logo LKNALKL IMKLCQTKYHVHI LSVRHDGYFDMNDQKAFDRFLKLNI F I SLAELESDNIGEQVRKNGI
L
K
Q
REKAKQGRKML ITTHAPFGYEHYH

NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
NTDB id 1106126 ACM595 RS09490 WP 369080817.1 LKNALKLMKLCQKYHVHILSVRDGYFDMNKAFDRLKLNIFISLAELESDNIGEQVKNGLREKAKQGKLITTHAPFGYHYH 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
consensus !!!!!!!*!!!!*!!!!!!!!*!!!!!!**!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!**!!!!!!!!!*!!

logo NGATF IMTIDNNQTNTVKESAPTVKAVFSNYYI
L
K
QGHYGYKKIAQLYLEEADDENTKCFYINRQKPYQVRANI I ILMNPNYCGRVNINQYGQFYEDNMFPAS I IVS ITTSNI

NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 1106126 ACM595 RS09490 WP 369080817.1 NGTFMINNTEAPTVKAVFSYYLQGYGYKKIAQYLEADEKCINRKPYQVRAIIMNPNYCGRVINQYGQYDNMFPSIISISN 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
consensus !!*!*!** **!!!!!!!*!!**!*!!!!!!!*!!*!***!!!*!!!!!*!!*!!!!!!!!*!!!!!**!!!!*!*!***

logo YEEQAQI
R
V

T
LRTSKQKHPQI

VKQRKTSPSADENQLKQKIKCPYCCDGNTSTLTNMTVIRKKHNHTLRYYVCPKQNLMNEASRFVCDEFKGINAQTELEDTKSVLEAVT
NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
NTDB id 1106126 ACM595 RS09490 WP 369080817.1 YEQAQILRSKKHVKRTPSANQLKQKIKCPCCGSTLTNMTIRKKNHTLRYYVCPQNLNESRFVCEFKGINAQELETSVLAT 320
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
consensus !!*!!**!**! *!***!*!!!!!!!!!!*! *!!!!!!*!!!*!!!!!!!!!*!*!*!!!!!*!!!!!!!*!!**!!**

logo CKQDFYFQNQHQRI
LYTSKIKNGHATIDQQKRI

LKKRQKRNDI EAKTHKHSTTVLNTHQEQL I EKLAQDGI
KIDAETFREQTQSFLRQQPSQKRPTI STS IHNSGTYHQIRQHKTAFILQ

NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
NTDB id 1106126 ACM595 RS09490 WP 369080817.1 CQDFFQNQHLYSKINHTIQKRLKKQKDIEAKSTVTQEQLIEKLAQGKIDAETFREQTQSFRQQSKPITSIHTHQIQKALQ 400
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
consensus !*!!*!!! *!*!!***!**!*!*!**!! **!***!!!!!!!!!**!!!!!!!!!!!!*!!!*****!! **!!****!

logo NVI IQKQRFTLNI
MLYPYI EDTE INHI STKDNKI

N
SLAITGIYFKNEPLNIVKNQTAMEQLSS IVA

NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 1106126 ACM595 RS09490 WP 369080817.1 NVIQQRFTLNMLYPYIDEIHITKNKILTGIYFKNEPLNIVNQTAQSSIA 449
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
consensus !*!!*!!!!!*!!!!!**!*!*!*! ! !!!!!!!!!!!!*!!***!!*

X non conserved

X similar

X ≥ 50% conserved


