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NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 112 BSU 36310 NP 391512.2 MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEIEADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTR 80
NTDB id 1106068 ACM592 RS00655 WP 029378816.1 MINRVVLVGRLTKDPEYRTTPSGVSVATFTLAVNRTFTNAQGEREADFINCVVFRKQADNVNNYLFKGSLAGVDGRIQSR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGA.......SQNFNSNQSNGSQQSGFTSPQQTGNAPAANNTQADP 153
NTDB id 112 BSU 36310 NP 391512.2 SYENEEGVNVYVTEVLADTVRFMDPKPREKAAD............................................... 113
NTDB id 1106068 ACM592 RS00655 WP 029378816.1 SYENQEGRRVFVTEVVCDSVQFLEPKNQNQRHGQEGNNN.....FQNFGG.QQSGQNTSSYQNNNNNNNNTSNNNQSDNP 154
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.GGYNEGNSGGGQYFGG....GQNDNPFGGNQNNQRRNQGNSFNDDP 155
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logo FANADNNGGKQAP IDI SDDDLPF
NTDB id 624 LCA RS00040 WP 011373726.1 FANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ................. 113
NTDB id 1106068 ACM592 RS00655 WP 029378816.1 FANANGPIDISDDDLPF 171
NTDB id 113 BSU 40900 NP 391970.1 FANDGKPIDISDDDLPF 172
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