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V IVLVVFHEFGHFYFFARKKRSGI LVREFAIGMGPKI FAHQTGKDGTAVYTIR I LPLGGYVRMAGWGEDTSTE IKT
NTDB id 1105958 V3C22 RS08160 WP 226708943.1 MSGLIAFIIIFGIIVLVHEFGHFYFARKSGILVREFAIGMGPKIFAHQGKDGTAYTIRILPLGGYVRMAGWGEDTSEIKT 80
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT 80
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MNVTAYDLEDKLETITGRLVLEGETKTYPEVDHDATIVEEDGTE I
LR IAPLKDVQY

NTDB id 1105958 V3C22 RS08160 WP 226708943.1 GIPAALTLNKAGMVTRIDLSDRQVDKTALPINVTAYDLEDKLEITGRVLEETKTYPVDHDATIVEEDGTEIRIAPLDVQY 160
NTDB id 323 STU RS10650 WP 011225396.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
NTDB id 291 STER RS01205 WP 011680685.1 GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY 160
consensus !*!!*!!!*!*!*!*!!*!!!!!!!*!!!!*!!!!!!!!!!!*!!!*!!*!!!!!*!!!!!!!!!!!!!!*!!!!*!!!!

logo QKNAS IWGRL ITNFAGPMNNF I LG I
V
F
LVFAI LI L IAFVQGGVQDSTSSTNHLVIRQVTAPNNGSGAVAAQKVLSGLKNTNGDQAI LVQAIGNKNDKVHTNDWNDDSLTKNE

NTDB id 1105958 V3C22 RS08160 WP 226708943.1 QKASIWGRLITNFAGPMNNFILGIFVFALLIFVQGGVQDSSSNHVRVTPNSAVAKLGLKNNDQILQIGKNKVHNWNDLTN 240
NTDB id 323 STU RS10650 WP 011225396.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
NTDB id 291 STER RS01205 WP 011680685.1 QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE 240
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logo AVLARKESNTSQNKLFKSKKGEDAS ILPS IVKTAVKKRTSQNGSQVEKETLIKSVI
KPKQEKVSNQGNSYVF ILGVMSPSVMLKTGFLGKDKIVFGAGFKQMS

AWDEGAFTVAI LNAGTLKGL I LTQN
NTDB id 1105958 V3C22 RS08160 WP 226708943.1 AVAKSTSNLKKKEAIPIKA.KTQGSVKTLKVIPKKVNGNYVIGVMPSMKTGFGDKIVGAFKMSWDGAFVILNGLKGLILQ 319
NTDB id 323 STU RS10650 WP 011225396.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
NTDB id 291 STER RS01205 WP 011680685.1 ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN 320
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MNFI I EVAIRKRKPLKNQETI ETSYITLAGV
NTDB id 1105958 V3C22 RS08160 WP 226708943.1 PSLNKLGGPVAIYQLSNTAAREGFARVLELMAMLSINLGIFNLLPIPALDGGKILINFIEVIRKKPLKQETETYITLAGV 399
NTDB id 323 STU RS10650 WP 011225396.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
NTDB id 291 STER RS01205 WP 011680685.1 FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV 400
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NTDB id 1105958 V3C22 RS08160 WP 226708943.1 LIMVALMIAVTWNDIMRAFF 419
NTDB id 323 STU RS10650 WP 011225396.1 AVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 AVMVVLMIAVTWNDIMRAFF 420
consensus **!!*!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


