
logo MHLKNGKAVKSVFTLSTLTASCLLMAFNSYAAVDCASPLEVWDESSKTI
VYNTGGDEQVKQFHEGNAGYEKARHYWTQNNNPASQASGEQWGEWE

NTDB id 110593 BA893 RS21910 WP 065301192.1 MHLKNGKAVKSVFTLSTLTASCLMAFNSYAAVDCSPLEVWESSTIYTGGEQVKFEGNGYEARHWTQNNNPSQSGEWGEWE 80
NTDB id 1300 VP RS19160 WP 005479129.1 MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQAGQWGEWE 80
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!! !!!!!*!! *! !!*!! *!!!*! !!*!!!!!!! ! ! !!!!!

logo

N
SLGACDEGNTDGPQVDEPPQNETAIPTI

V
A
TLTASPSASADSTI

V
F
T
A
VGEVVNTLASADAADSTDGTI SKVEFFLVDGAVI

LVGQSNTSATPF ISASWTATEG
NTDB id 110593 BA893 RS21910 WP 065301192.1 NLGACENTDQVEPPQNTAPTIALTSPSASDTVFVGEVVTLSADAADSDGTISKVEFLVDGVIVGQSNSTPFSASWTATEG 160
NTDB id 1300 VP RS19160 WP 005479129.1 SLGACDGTGPVDPPQNEIPTVTLTAPSASASITAGEVVNLAADAADTDGTISKVEFFVDGALVGQSTSAPFIASWTATEG 160
consensus !!!!* ! *!*!!!! !!* !! !!!! ** !!!! ! !!!!!*!!!!!!!!! !!! *!!!! ! !! !!!!!!!!

logo

Q
VHENFSTKLASYDDAGAVSSTASSVTLTI

V
A
Q
N
S
S
VQAPGSNEAPTVDLVATLSATSTS I ELGGSTVTLTANAADADGSTI

V
A
TKVDFYI

VAGAVLAGTA
NTDB id 110593 BA893 RS21910 WP 065301192.1 QHNFSTLAYDDAGAVSSASSVTLTVQNSQASNEAPTVDLTLSTSSIELGGSVTLTANAADADGTVTKVDFYIAGVLAGTA 240
NTDB id 1300 VP RS19160 WP 005479129.1 VHEFSTKSYDDAGAVSTASSVTLTIASVQPGNEAPTVDVALSATSIELGGTVTLTANAADADGSIAKVDFYVAGALAGTA 240
consensus ! !!! !!!!!!!!*!!!!!!!* !* !!!!!!!* !! *!!!!!!*!!!!!!!!!!!!** !!!!!*!! !!!!!

logo TASAPYSTLDVTPSKQASGASLAVYAKATDDNAGAASTDSAS ILALTLNTVDNGGASVASNCRPDGLYQTSTGVDVPYCSTIYDEEGREKMGADH
NTDB id 110593 BA893 RS21910 WP 065301192.1 TSAPYSLDVTPSQSGSLAVYAKATDDAGAATDSSLLTLNVDGGSVASNCRPDGLYQTSGVDVPYCTIYDEEGREKMGADH 320
NTDB id 1300 VP RS19160 WP 005479129.1 TAAPYTLDVTPSKAGALAVYAKATDNAGASTDSAIATLTVNGGAVASNCRPDGLYQTTGVDVPYCSIYDEEGREKMGADH 320
consensus ! !!!*!!!!!! ! !!!!!!!!! !!! !!! * !! ! !! !!!!!!!!!!!!!*!!!!!!!*!!!!!!!!!!!!!!

logo PRRVIGYFTSWRASGDDPQSTYLVKDIPWEQLTHINYAFVS IGSDGKVNVGDVNDPANNAPATGKTWPGVEVDPTLGFKQGHFG
NTDB id 110593 BA893 RS21910 WP 065301192.1 PRRVIGYFTSWRSGDDPQSTYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPANPATGKTWPGVEVDPTLGFQGHFG 400
NTDB id 1300 VP RS19160 WP 005479129.1 PRRVIGYFTSWRAGDDPQSTYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAATGKTWPGVEVDPTLGFKGHFG 400
consensus !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!!!!!!!!!!!!! !!!!

logo ALATYKQKHDVKTL I S IGGWAETGGHFDATNTGDERVADGGFYTMTTNADGS IVNHAGI EKFAASSAVEMMRKYKFDGLDIDYEY
NTDB id 110593 BA893 RS21910 WP 065301192.1 ALATYKQKHDVKTLISIGGWAETGGHFDTTGERVADGGFYTMTTNADGSVNHAGIEKFASSAVEMMRKYKFDGLDIDYEY 480
NTDB id 1300 VP RS19160 WP 005479129.1 ALATYKQKHDVKTLISIGGWAETGGHFDANGDRVADGGFYTMTTNADGSINHAGIEKFAASAVEMMRKYKFDGLDIDYEY 480
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!!!!!!!!!!!!!*!!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo PTSMAGAGNPYDKTDFMEPRRAQYLWASYQELMKVLREKLDAASAQDGTVHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIM
NTDB id 110593 BA893 RS21910 WP 065301192.1 PTSMAGAGNPYDTDFMEPRRAYLWASYQELMKVLREKLDAASAQDGVHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIM 560
NTDB id 1300 VP RS19160 WP 005479129.1 PTSMAGAGNPYDKDFMEPRRQYLWASYQELMKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIM 560
consensus !!!!!!!!!!!! !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo SYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYGTAAYGGIGYLNTDWAYHYFRGSMPAGR INIGVPYYTRGWQGVTGGDE
NTDB id 110593 BA893 RS21910 WP 065301192.1 SYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYGTAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGE 640
NTDB id 1300 VP RS19160 WP 005479129.1 SYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYGTAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGD 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo NGLWGRAALPNQASECAQAPGTGEGEKSNNCGHNGAI
MGIDNMWHDLDPAQGNREMGAGSNPMWHAKNLEKGIWGSYAEQAYGLDPVND

NTDB id 110593 BA893 RS21910 WP 065301192.1 NGLWGRAALPNQSECAAGTGEGESNNCGHGAMGIDNMWHDLDPAGNEMGAGSNPMWHAKNLEKGIWGSYAEAYGLDPVND 720
NTDB id 1300 VP RS19160 WP 005479129.1 NGLWGRAALPNQAECQPGTGEGEKNNCGNGAIGIDNMWHDLDPQGREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVND 720
consensus !!!!!!!!!!!! !! *!!!!!! !!!!*!!*!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!

logo PSTDKQLVGTYTRHNYDDSVAVAPWLWNADEKGSVFLSTEDKASS I EVKADYVIDKE IGGIMFWELAGDYNCYLVI
LDAENGNRTAS IVDAT

NTDB id 110593 BA893 RS21910 WP 065301192.1 PTDQLVGTYTRHYDDVAVAPWLWNADKSVFLSTEDKSSIEVKADYVIDKEIGGIMFWELAGDYNCYLIDENGNRTSVDAT 800
NTDB id 1300 VP RS19160 WP 005479129.1 PSDKLVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKASIEVKADYVIDKEIGGIMFWELAGDYNCYVLDANGNRTAIDAT 800
consensus !*! !!!!!!!*!! !!!!!!!!!!*! !!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!**! !!!!! *!!!

logo EQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKQVATGAPLTPTEAVDITVSVGGFKVGDQNYP INPKITFTNNTGQAIPGG
NTDB id 110593 BA893 RS21910 WP 065301192.1 EQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNQVATGALPTEAVDITVSVGGFKVGDQNYPINPKITFTNNTGQAIPGG 880
NTDB id 1300 VP RS19160 WP 005479129.1 EQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITVSVGGFKVGDQNYPINPKITFTNNTGQAIPGG 880
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TEFQFDIPVSAPDNAKDQSGGSGLKVIASGHTRANNIGGLDGVMHRVSFSLPATWKDELPAGGTYELDMVYYLP I SGPANYSTV
NTDB id 110593 BA893 RS21910 WP 065301192.1 TEFQFDIPVSAPDNAKDQSGSGLKVIASGHTRANNIGGLDGVMHRVSFSLPTWKELPAGGTYELDMVYYLPISGPANYTV 960
NTDB id 1300 VP RS19160 WP 005479129.1 TEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWKDLPAGGTYELDMVYYLPISGPANYSV 960
consensus !!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!*!

logo I SGGKEFAFKFEQPDLP IGDLNTASGTGGDGGTTEPGSTCDTAGLVTYPDNLPQTDWAGNPSHANQGDKVIHYDNGVVYQANWWTAS
NTDB id 110593 BA893 RS21910 WP 065301192.1 ISGGKEFAFKFEQPDLPIGDLTSGTGGDGGTTEPGTCDTAGLVTYPDLPQTDWAGNPSHANQGDKVIYDGVVYQANWWTS 1040
NTDB id 1300 VP RS19160 WP 005479129.1 ISGGKEFAFKFEQPDLPIGDLNAGTGG.GGTTEPGSCDTAGLVTYPNLPQTDWAGNPSHANQGDKVIHNGVVYQANWWTA 1039
consensus !!!!!!!!!!!!!!!!!!!!! !!!!*!!!!!!!*!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!* !!!!!!!!!!

logo SEVPGSDGSWASTVCNI
NTDB id 110593 BA893 RS21910 WP 065301192.1 SVPGSDGSWSTVCNI 1055
NTDB id 1300 VP RS19160 WP 005479129.1 SEPGSDGSWATVCNI 1054
consensus ! !!!!!!! !!!!!
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