
logo MLKI
LENKLVI

TGGYVANIPVLKNDI
V
S
TFEVADGELVGL IGLNGAGKSTTINE I IGLLQTPYEGGKQI SA IDGLTLIAQDQQDEPMAASYRKQKIGFYIP

NTDB id 1105927 V3C22 RS02045 WP 226708840.1 MLKIENLIGGYVNIPVLKNISFEVADGELVGLIGLNGAGKSTTINEIIGLLQPYEGKISIDGLTLADQEMAYRKKIGFIP 80
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
consensus !!!*!***!!!*!!!!!!***!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!*!*!!!!!*******!!*!!!*!!

logo ETPSLYEDELTLKREHLEMTI
V
A
LMAYDGI

L
K
DVETAEAGLMVARAQDKLYLEKLFRLEDDEKLDWFP I

T
H
QFSKGMKQKVMI ICAF I IVDNPSLF IVDEPF

NTDB id 1105927 V3C22 RS02045 WP 226708840.1 ETPSLYEDLTLKEHLEMIAMAYDIKVEAALARAQKLLELFRLEDKLDWFPIHFSKGMKQKVMIICAFIIDPSLFIVDEPF 160
NTDB id 481 STER RS07730 WP 002951673.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
consensus !!!!!!!*!!!*!!!!***!!!***!*****!!*!*!*!!!!**!!!!!!**!!!!!!!!!!!!!!!!**!!!!!!!!!!

logo LGLDPVLAI SDLTIQELLAAEEKANKGKAS I LMSTHVLDSAEKMCDRFVI LHHGQVIRLAQGSTI
L
A
D
E

D
ELRMQTFGNDADSQSASLNDIYMTQLTKEG

NTDB id 1105927 V3C22 RS02045 WP 226708840.1 LGLDPVAISDLTQLLAAEKAKGKSILMSTHVLDSAEKMCDRFVILHHGQIRAQGSLADLRMTFGNAQASLNDIYMTLTKE 240
NTDB id 481 STER RS07730 WP 002951673.1 LGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKG 240
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG 240
consensus !!!!!*!!!!!**!!!*!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!**!!!****!!*!!!* *!!!!!!!!*!!!*

logo

G
ELS

NTDB id 1105927 V3C22 RS02045 WP 226708840.1 G.. 241
NTDB id 481 STER RS07730 WP 002951673.1 ELS 243
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ELS 243
consensus ***
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