
logo MDPKFLQSAEFYRRRYHNFATLL IVPLVCL I I FLV I FLCFAKKE ITVI STGEVAPTKVVDVIQSYSDSS I IKNNLDNNAA
NTDB id 1105924 V3C22 RS01435 WP 002266018.1 MDPKFLQSAEFYRRRYHNFATLLIVPLVCLIIFLVIFLCFAKKEITVISTGEVAPTKVVDVIQSYSDSSIIKNNLDNNAA 80
NTDB id 359 SMU RS01430 WP 002263524.1 MDPKFLQSAEFYRRRYHNFATLLIVPLVCLIIFLVIFLCFAKKEITVISTGEVAPTKVVDVIQSYSDSSIIKNNLDNNAA 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VEKGDVL I EYSENASPNRQTEQKNI IKERQKREEKEKKKHQRKSKKKKKSKSKKASKDKKKKSKDKESSSDDENETKKVS I
NTDB id 1105924 V3C22 RS01435 WP 002266018.1 VEKGDVLIEYSENASPNRQTEQKNIIKERQKREEKEKKKHRKSKKKKKSKSKKASKDKKKKSKDKESSSDDENETKKVSI 160
NTDB id 359 SMU RS01430 WP 002263524.1 VEKGDVLIEYSENASPNRQTEQKNIIKERQKREEKEKKKHQKSKKKKKSKSKKASKDKKKKSKDKESSSDDENETKKVSI 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FASEDGI IHTNPKYDGANI IPKQTE IAQIYPDIQKTRKVL ITYYASSDDVVSMKKGQTARLSLEKKGNDKVVI EGKINNV
NTDB id 1105924 V3C22 RS01435 WP 002266018.1 FASEDGIIHTNPKYDGANIIPKQTEIAQIYPDIQKTRKVLITYYASSDDVVSMKKGQTARLSLEKKGNDKVVIEGKINNV 240
NTDB id 359 SMU RS01430 WP 002263524.1 FASEDGIIHTNPKYDGANIIPKQTEIAQIYPDIQKTRKVLITYYASSDDVVSMKKGQTARLSLEKKGNDKVVIEGKINNV 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ASSATTTKKGNLFKVTAKVKVSKKNSKL IKYGMTGKTVTVIDKKTYFDYFKDKLLHKMDN
NTDB id 1105924 V3C22 RS01435 WP 002266018.1 ASSATTTKKGNLFKVTAKVKVSKKNSKLIKYGMTGKTVTVIDKKTYFDYFKDKLLHKMDN 300
NTDB id 359 SMU RS01430 WP 002263524.1 ASSATTTKKGNLFKVTAKVKVSKKNSKLIKYGMTGKTVTVIDKKTYFDYFKDKLLHKMDN 300
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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