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NTDB id 1009 ACIAD RS15175 WP 004923730.1 ......MKQII.RQFSIGTVAYAIM.QVASAQVAITNVVPMNIPGQGTEIRVMFNGLPPQPQAYQLEQPARLILDFDKAG 72
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ......MNHVF.RQFSMGAVAIAIM.QAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQ 72
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ......MNHVF.RQFSMGAVAIAIM.QAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDKAQ 72
NTDB id 1105549 ACN429 RS20580 WP 377709903.1 MGGASTVNTTIAGRLGLGLALLLSSLACQALAADLQALNVASLPGDRIELKLTFDQPVPVPKGYTIEQPARIALDLPGVA 80
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .........MNSGLSRLGIALLAAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVAAPRGYTIEQPARIALDLPGVQ 71
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 QKLAKSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT.................... 132
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QGLKQSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK.................... 132
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QGLKQSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK.................... 132
NTDB id 1105549 ACN429 RS20580 WP 377709903.1 NKLGTKSRELGNGNARSVTVVEAGNRTRLIINLTNLASYDTRADGRNLFVTIGGTAGRQTASAQANLTPNLPRAAAPTTV 160
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NKLGTKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTA......PVKA..... 140
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 ......PVAT...................SA....PAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVR 183
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ......PLPV...................VS.....AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIR 182
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ......PLPV...................VS.....AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIR 182
NTDB id 1105549 ACN429 RS20580 WP 377709903.1 TAPSSAPLPGAVARTPLPPTQATSTVAAMTAPRP.QLRGKAIRHIDFQRGPQGEGNVVIDLSETGINPDIQEQGGKIRLT 239
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .....SPAPASY..............AQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLD 201
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 FPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTG 262
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSG 261
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSG 261
NTDB id 1105549 ACN429 RS20580 WP 377709903.1 FAGTQLPEELRVRLDVKDFATPVQFVNASADSGGASIVIEPTGTYDYLAYQTNNRLTLSVKPLTTEEKEKRAADRFTYTG 319
NTDB id 1193 PAKAF RS26665 WP 003161249.1 FAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTG 281
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 KKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSE 342
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAE 341
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAE 341
NTDB id 1105549 ACN429 RS20580 WP 377709903.1 EKLSLNFQDIDVRSVLQLIADFTNLNLVASDTVQGNITLRLQNVPWDQALDLILKTKGLDKRQIGNVLLVAPADEIAARE 399
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARE 361
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 EDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTI 413
NTDB id 1052 ABD1 RS15850 WP 001017033.1 EEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTI 421
NTDB id 1039 H0N27 RS01460 WP 031993779.1 EEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTI 421
NTDB id 1105549 ACN429 RS20580 WP 377709903.1 RQELESQKQIQQLAPLRRDLIQVNYAKAADIAKLFQSVTSADK.............................TADERGSI 450
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSVTSDGGQ..........................EGKEGGRGSI 415
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 SLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWN 493
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWN 501
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWN 501
NTDB id 1105549 ACN429 RS20580 WP 377709903.1 SVDERTNSIIAYQTQNRLDELRRIVSQLDIPVRQVMIEARLVEANVDYSKQLGVRWGGNASSG....NFAVYGKDGATT. 525
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKG....NWSGYGKDGNIG. 490
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 LRNPDSN............GTYTIERPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSA 561
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LREPKKDE.......TTGGYKYTIERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTA 573
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LREPKKDE.......TTGGYKYTIERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTA 573
NTDB id 1105549 ACN429 RS20580 WP 377709903.1 V.DPTTGQAFLPGTSTVGNFTSTNGVAPTPFVDMGVSGS.TSGIGIGFM.VGGKMLDLQLSALQSSGNGEIISQPKVVTS 602
NTDB id 1193 PAKAF RS26665 WP 003161249.1 I.KDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGAKDA.TSGIGIGFI.TDNIILDLQLSAMEKTGNGEIVSQPKVVTS 567
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 DKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNTINT 640
NTDB id 1052 ABD1 RS15850 WP 001017033.1 DKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINT 652
NTDB id 1039 H0N27 RS01460 WP 031993779.1 DKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINT 652
NTDB id 1105549 ACN429 RS20580 WP 377709903.1 DKETAKILRGTEIPYQEASSSGA...TSTSFKQAALSLEVTPQITPDNRIIMEVKVNKDAPDYQNALNGVPPISKNEVNA 679
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNA 644
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 NVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH. 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH. 721
NTDB id 1105549 ACN429 RS20580 WP 377709903.1 KVLVSDGETIVLGGVFSNTQTKSTTKVPMLGDIPYVGRLFRRDSVTDSKVELLIFLTPRIMNNQAIAVGR 749
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR 714
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