
logo MI
LNRAVVLTVGRLTKRDPVEDLRYTPQSNSGTAAVAGSTFTSMLAVDNRTQFTNAQNQSGDEREADF INCVTIWRRKQSAENVFANFLTVHKKGSLAVGI

VDGR I
LQTR

NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
NTDB id 1105508 ACN2AV RS11090 WP 013726868.1 MLNRAVLTGRLTRDVDLRYTQSGTAVGSFSLAVDRQFTNQQGEREADFINCVIWRKSAENFANFVHKGSLVGIDGRIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
consensus !*!!*!!*!!!!*!**!!!! *!*!!**!**!!*!*!!!**!*!!!!!!!!!*!!**!!!*!!!**!!!!*!*!!!*!!!

logo NYENAQQGQRVFYVTEVQVAVDESNVFAQSFLLESPKRNSTAGTGRTEGNNQSGRSNQSGDGQGQNGNAYNPEQGQNNSGAGNAGSNQNPYFDGNGNSGHNQSNSANGSTGQNQSGNQSNDNNGPGFGNTGNSNPTQQNNTGGNGNQRN
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGSGG....YNEGNSGGGQYFGGG..........QNDNPFGGNQN..NQR 144
NTDB id 1105508 ACN2AV RS11090 WP 013726868.1 NYENAQGQRVYVTEVVVENFALLEPRSARNNSNGQQNGNAPQQNNGNANPFDNHSNAGTGNSGNSNNNGGNNPTNNGGNN 160
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDG..........ASQNFNSNQSNGSQQSG......FTSPQQT..GN 142
consensus !!!!*!!!!!*!!!!***** *!!**** * *! * **** ! ** *** * * * *** **
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GNSNFNTNPQADNDPFANDNSGDKQAPS IDI SDDDLPF

NTDB id 113 BSU 40900 NP 391970.1 RNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1105508 ACN2AV RS11090 WP 013726868.1 GNNGNNNPNDPFANSGDSIDISDDDLPF 188
NTDB id 624 LCA RS00040 WP 011373726.1 APAANNTQADPFANNGQAIDISDDDLPF 170
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