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NTDB id 1029 TT RS02230 WP 011228203.1 AV ILIP FG 304
NTDB id 1402 DSB67 RS12670 WP 010643257.1 FV PIGH 308
NTDB id 1169 A1552VC RS11075 WP 000648511.1 IgP IMG 309
NTDB id 1112 NGFG RS09215 WP 003689811.1 G PIFGDI [#K INIAR JREAAGVPLVDYLDSTAGARGN 311
NTDB id 1113 AAA85695.1 219..1451( ) G PIFGDI |JK WIAR JRFAAGVPLVDYLDSTAGARGN 311
NTDB id 1252 GC085 RS07730 WP 011213805.1 VIS ILIP GEI KAIARF RTL lTFAAG PLV ALJS[AGATGN 308
NTDB id 1198 PSJM300 03950 AFN76868.1 FVEIA P NUGDI MK B ARF RTL TTFAAGVPLVDALDS|YAGATGN 307
NTDB id 110544 ACAM39 RS10230 WP 369627606.1 A AL LPIFG IfRqNAlj ARFSRTL TTFAAGVPL DALDSTAGATRNN 308
NTDB id 1016 ACIAD RS01680 WP 004920476.1 LPIfGD A T 310

NTDB id 1059 ABD1 RS01610 WP 000279215.1 LPIFGD 310
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NTDB id 1029 TT RS02230 WP 011228203.1 384
NTDB id 1402 DSB67 RS12670 WP 010643257.1 . QMVIGEESGE 387
NTDB id 1169 A1552VC RS11075 WP 000648511.1 . NITGEESG 388
NTDB id 1112 NGFG RS09215 WP 003689811.1 . QMY IGEESG LD MLNKIMAREYEBEVDNAV[ERIL Iy 390
NTDB id 1113 AAA85695.1 219..1451( ) . QM IGEESG LD MLNKEAREYEBNEVDNAV{EANL [y 390
NTDB id 1252 GC085 RS07730 WP 011213805.1 . QMVAIGEESGAL MLKVAFYEEV NAVD L H 387
NTDB id 1198 PSJM300 03950 AFN76868.1 . QMAIGEESGALD MLKVAFYEEVDNVD LTI 386
NTDB id 110544 ACAM39 RS10230 WP 369627606.1 . QMV IGEESG L ML|KVAW YENEVDNAVD LTH 387
NTDB id 1016 ACIAD RS01680 WP 004920476.1 . QMVAIGEESGALD ML|NJKVAN YEEVDAVD LTH 389
NTDB id 1059 ABD1 RS01610 WP 000279215.1 . QMVAIGEESGALDSMLIJKVAW YENEVDNAVD LTH 389
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Vel YU hsecsw,

NTDB id 1029 TT RS02230 WP 011228203.1 406
NTDB id 1402 DSB67 RS12670 WP 010643257.1 407
NTDB id 1169 A1552VC RS11075 WP 000648511.1 408
NTDB id 1112 NGFG RS09215 WP 003689811.1 410
NTDB id 1113 AAA85695.1 219..1451( ) 410
NTDB id 1252 GCO85 RS07730 WP 011213805.1 406
NTDB id 1198 PSJM300 03950 AFN76868.1 L 405
NTDB id 110544 ACAM39 RS10230 WP 369627606.1 CRAATS . . 407
NTDB id 1016 ACIAD RS01680 WP 004920476.1 GSV V- 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 GSV V- 408
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