 Doellersnesd kst B B estsadllyol IDRebinr DSFe

NTDB id 110541 BA891 RS12665 WP 014233031.1 ... .UDMNKFIHEGMEALQLSSINNYMRRV(EAIYT LEFAMIEINP )GDK . TENAQ 75
NTDB id 1177 A1552VC RS01165 WP 000422572.1 .... NEYIRDGMETHKESSINN YRR V(E/AIZ T L YRARICIRNA OGEA . I#SV Alb) 75
NTDB id 1203 PSJM300 01605 AFN76401.1 e Q 76
NTDB id 1019 ACIAD RS04205 WP 004922051.1 .. AG lP S 76
NTDB id 1307 DR RS10055 WP 010888596.1 MTSGIT PP[R)g  'EG YDAQGFEP SASHTRK|E G 80
NTDB id 1185 GTF74 RS11940 WP 000350195.1 . R I P 76
NTDB id 1176 A1552VC RS01160 WP 000350195.1 R IMNDIAQRE] P 76
NTDB id 1283 ACE17W RS02630 WP 010947729.1 R N Y IMND QR A 76
NTDB id 1259 GC085 RS10305 WP 010947729.1 ISK T Y IMND A 76
NTDB id 1194 PA0395 NP 249086.1 R N Y IMND P 76
NTDB id 1202 PSJM300 01600 AFN76400.1 IR Iy Y IMND P 76
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ISR T Y IMND P 76
NTDB id 1060 ABD1 RS04380 WP 000355489.1 R N Y IMND P 76
NTDB id 1040 HON27 RS13360 WP 000355489.1 ISR Ty Y IMND P 76
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 . IR Iy Y IMND P 76
consensus *okok kok | kokokok Plokoskoskokoe |k % EE S kokkkk kxkk ok % %k %k %k % % % * %k %k %k ! EE T
ARFRMAR AR 2T oL st T2 SRS T e
AV ACAV AL st FRLL el L] ) D11
NTDB id 110541 BA891 RS12665 WP 014233031.1 D 153
NTDB id 1177 A1552VC RS01165 WP 000422572.1 . R 153
NTDB id 1203 PSJM300 01605 AFN76401.1 G. N 155
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EKNEIA2AUSENEENER D MP{¢ MY TIMRINERK 156
NTDB id 1307 DR RS10055 WP 010888596.1 D. M T ANFNERGLVLVTGPTGSGKSTTLA M 159
NTDB id 1185 GTF74 RS11940 WP 000350195.1 N. RFRVNAFIQINRGOSIAVERTIP U ANNEY GLVLVTGPTGSGKSTTLAAM 155
NTDB id 1176 A1552VC RS01160 WP 000350195.1 N .NEGAAAVNAH(A]A e C SEAANNNEZERY ANNgY GLVLVTGPTGSGKSTTLAAM 155
NTDB id 1283 ACE17W RS02630 WP 010947729.1 M ARFRVNAF QSRGA AVFRTIP [ ARIRGLVLVTGPTGSGKSTTLAA) 155
NTDB id 1259 GC085 RS10305 WP 010947729.1 W ARFRVNAF QBJRGA AVFRTIP X AMIRGLVLVTGPTGSGKSTTLAA) 155
NTDB id 1194 PA0O395 NP 249086.1 &N ARFRVNAF QNRGAGAVFRTIP )4 DAMZRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1202 PSJM300 01600 AFN76400.1 e ARFRVNAF QWRGAGAVFRTIP |y IDMERGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1020 ACIAD RS04210 WP 011182164.1 N. ARFRVNF QNRGAGAVFRTIP |6 ONEYRGLVLVTGPTGSGKSTTLAAM 155
NTDB id 1060 ABD1 RS04380 WP 000355489.1 M ARFRVNAF QNJRGAGAVFRTIP | VLVTGPTGSGKSTTLAAM 155
NTDB id 1040 HON27 RS13360 WP 000355489.1 W ARFRVNAF QWRGAGAVEFRTIP |i§ VLVTGPTGSGKSTTLAAM 155
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 W ARFRVNAF QWNRGAGAVFRTIP ¢ VLVTGPTGSGKSTTLAAM 155

consensus sk DU Dok Do b skokokokor ok Dok Dok *okok ok okokokokok % ook Dok DD D DD Do Dok ook | '

*
*



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

110541 BA891 RS12665 WP 014233031.1
A1552VC RS01165 WP 000422572.1

1177
1203
1019
1307
1185
1176
1283
1259
1194
1202
1020
1060
1040
1081

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

110541 BA891 RS12665 WP 014233031.1
A1552VC RS01165 WP 000422572.1

1177
1203
1019
1307
1185
1176
1283
1259
1194
1202
1020
1060
1040
1081

consensus

PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1

DR RS10055 WP 010888596.1

GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GCO85 RS10305 WP 010947729.1

PAO395 NP 249086.1
PSJM300 01600 AFN76400.1

ACIAD RS04210 WP 011182164.1

ABD1 RS04380 WP 000355489.1

HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

PSJM300 01605 AFN76401.1

ACIAD RS04205 WP 004922051.1

DR RS10055 WP 010888596.1

GTF74 RS11940 WP 000350195.1
A1552VC RS01160 WP 000350195.1
ACE17W RS02630 WP 010947729.1
GC085 RS10305 WP 010947729.1

PA0O395 NP 249086.1
PSJM300 01600 AFN76400.1

ACIAD RS04210 WP 011182164.1

ABD1 RS04380 WP 000355489.1

HON27 RS13360 WP 000355489.1
FDQ49 RS05335 WP 006581387.1

[t

TIDRIIDVFP

TI RIIDVFPAE
TI RIIDVFPAE
TIDR DVFPAE
TIDR DVFPAE
TIDRIIDVFPAE

EDPIEF VHIM:N C
EDPIEFVHI#3K C
EDPIEF HW:RC
EDPIEF HIM:INEC
EDPIEF HIJUKING
EDPIEFVHERBJKCL
EDPIEFVHERNKCL
EDPIEFVHWNSKKCL
EDPIEFVHNSKKCL
EDPIEFVHI¥SKKCL
EDPIEFVH§KKCL
EDPIEFVHI#gKKCL
EDPIEFVHMSKKCL
EDPIEFVHWNSKKCL
EDPIEFVHMNSKKCL

B I O B R | * % % % %k

IDRI DVFPEE[NE
TIDRIIDVFP § K MVREMLSESLRIAVINQULLK
S K MVREMLSESLIAVINQRLLK
KEMVREMLSESLNAV QBLLK
KEMVREMLSESLMAV MQELLK

KEMVREMLSESLNAVISQUNLLK
K MVREMLSESLNAVINQELLK
TIDR IDVFPAE K MVREIMLSESLMNAVISQEULLK
TIDR IDVFPAE K MVREWMLSESLNAVINQELLK

TIDR IDVFPAE K MVRE\WMLSESL{NAVIBQMLLK
kokok |skskskskoskskskskkskkskk k| kskxk |

et WIRE ) el AR )

DIJALR ALR

IQYALRSALREDPD
IQYALRSALREDPD
WPNALRSALREDPD
NPNALRSALREDPD
RINALRSALREDPD
SIZALRSALREDPD
IXALRSALREDPD
WHALRSALREDPD
IWMAALRSALREDPD
INALRSALREDPD

Tlekkl Lrxl 1xl]

MINGGGRVAABIEIM
MUGGGRVAARBIEIM
MAGGGRVAABIEIM
BUGGGRVAARBIEIM
BYGGGRVAABIEIM
BYGGGRVAABIETM
I skskok * ok |k ok k

VL]

BGCGRVAAMETM [§ [
BUUCCRVAAMETM f§ @

G Al

RDMETI JAA TAAETGHLVEIGTLHTIYS Al

LA TAAETGHLVFGTLHTRS ANK
LA TAAETGHLVFGTLHTRNIS Ap¥K
LALTAAETGHLVFGTLHTpNS AEK
LALTAAETGHLVFGTLHTNS AEIK
LALTAAETGHLVEFGTLHTpNS AEIK
LALTAAETGHLVFGTLHTNS AEK
LALTAAETGHLVEFGTLHTNS AEIK

LALTAAETGHLVFGTLHT§S AFNK
sk ok LLL D Lok | 1) I

PAIRNLIRENKVAQMYSENIQTG
PAIRNLIREWKVAQMYSHIQTG
IIPATRNLIREMKVAQMYSHIQTG
IIPATRNLIRERNKVAQMYSENIQTG
IIPATRNLIRENKVAQMYSEVIQTG

IIPATRNLIREINKVAQMYSINIQTG
kokokokokkkkoksk | |k skokskskkok * %k * 1%

233
233
235
236
239
235
235
235
235
235
235
235
235
235
235

313
313
315
316
319
314
314
314
314
314
314
314
314
314
314



logo A .
TLwaLtgg\.yé%\'}:vééugAEFé.észEEEFLRL\‘rKkREN et LR NS O L SRR e D R Pt

NTDB id 110541 BA891 RS12665 WP 014233031.1 WWFDIESH#YKMIMQEKSEEDALHSMADSANDE. . LRLMLKTQRGEP . ... ... ... ... LATGSLANVKIDMD.......... 368
NTDB id 1177 A1552VC RS01165 WP 000422572.1 WFPINAIRY QIBVDDKISSEQDILHSIADSANE . . LRLMLKTKRGDD. .. .......... YGSGSLQNVKIDME.......... 368
NTDB id 1203 PSJM300 01605 AFN76401.1 WEPIAIRY NIRY VQEERSR Y EDJALLHADSSNB . . LRLMIKLGSETD.......... GEHLTSVS.QGLTLEMSDDDPGRSFR. 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 WEPINAIREDIRYDHQHISS Y ADIALKHI\DSPNN . . LRLQIKLSEEAN. .. ....... KPLDNRERMSEMERKMTFDGQRRNLK. 383
NTDB id 1307 DR RS10055 WP 010888596.1 LERBMID . PKEIJARLANDASAGLGGASMTPAAPPVPAYNSASSSS. . ... .. TGRGGDFGR 391
NTDB id 1185 GTF74 RS11940 WP 000350195.1 A DAQEVQSKIELDLKAR . . . . oo e e e 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 A DAQEVQSKIELDLKAR . . . . oo e e e i e 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 N IR KHTE HE AR LN . KSLE. . . . oo e e e et e 344
NTDB id 1259 GC0O85 RS10305 WP 010947729.1 N IR KHTI HEARNLN . KSLE. . . . oo e e e et et e 344
NTDB id 1194 PA0O395 NP 249086.1 A IS RENEIREKINKT . PRINII. . . . ... e e 344
NTDB id 1202 PSJM300 01600 AFN76400.1 A INSRDSIIKEKINKQ . PRINE. . . . ... e 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 A IINLPTEYRAVEAKS . PBSI . . . . . . i e e i 344
NTDB id 1060 ABD1 RS04380 WP 000355489.1 A IR PQTEIRTAINKQ . PBISHEIL . . . . . . o e 345
NTDB id 1040 HON27 RS13360 WP 000355489.1 A IRSPQTEIRTAINKQ . PBISHIL . . . . .o o e 345
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 S IS PQTE RTARKQ . PRISHIL . - . o oo e e 345
consensus *

logo

NTDB id 110541 BA891 RS12665 WP 014233031.1 .. ........ ... ... ... 368

NTDB id 1177 A1552VC RS01165 WP 000422572.1 .. ....... ... ... ... 368

NTDB id 1203 PSJM300 01605 AFN76401.1 ... ... .. .. 381

NTDB id 1019 ACIAD RS04205 WP 004922051.1 . ....... ... . ... ... 383

NTDB id 1307 DR RS10055 WP 010888596.1 GAAAPATPAAPAAGRSEPGRAGGFGRR 418

NTDB id 1185 GTF74 RS11940 WP 000350195.1  ....... . ... ... ... ... .. ..., 345

NTDB id 1176 A1552VC RS01160 WP 000350195.1 ........... ... ... .. ..., 345

NTDB id 1283 ACE17W RS02630 WP 010947729.1 ... ... .. ... ... . 344

NTDB id 1259 GCO85 RS10305 WP 010947729.1 ... .. .. ... . 344

NTDB id 1194 PA0395 NP 249086.1 e 344

NTDB id 1202 PSJM300 01600 AFN76400.1 ... ... ... . i 344

NTDB id 1020 ACIAD RS04210 WP 011182164.1  ......... ... ... ... 344

NTDB id 1060 ABD1 RS04380 WP 000355489.1 .. ... . ... ... ..., 345

NTDB id 1040 HON27 RS13360 WP 000355489.1  .......... ... .. .. ... .. ..., 345

NTDB id 1081 FDQ49 RS05335 WP 006581387.1  .................... ..., 345

consensus

X non conserved
B similar
>50% conserved



