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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 1105339 ACN2C8 RS08315 WP 419255380.1 .MAGSVNKVILVGNLGADPEIRSLGSGDRVANLRIATSESWRDRTSGERKEKTEWHRVVIFNDNLVKVAEQYLRKGSTVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQSRQPASDAPSHP.... 147
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQSRQPAPDAPSHP.... 147
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGG 152
NTDB id 1105339 ACN2C8 RS08315 WP 419255380.1 IEGAIQTRKWTDNTGAEKYSTEIVLQKFRGELTMLGGRADGAG.ASSGG..GDDGYSSGGGGGGGGY............. 143
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQG..GMNVPAQQGSWGQPQQPAKQH..QP.... 150
consensus *!!****!!**** ! ********* ** !!**! **** ** * ! * * * *** *** * *

logo

N
Q
A
M
E
G
Q
T
A
G
Q
R
P
G
P
S
A
Q
APAQRSQRKYQSPAQSAGPVQPRYANAEEPSAFPMPSVADMENDLFIDDEDIPF

NTDB id 1103 NMB RS07590 WP 002212976.1 QEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 1105339 ACN2C8 RS08315 WP 419255380.1 ..GGGAPRSQPSGPRESFSADLDDEIPF 169
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .MQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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