
logo MIKI
VL IVDDHALVRMGIRRLLEDLMPSDMVDVVAEDAAESGEEQALLALYVKSTHKSPDVLVLLDMKMPGIDGWEVTRRLKKSTNPHNIRKI

V IA
NTDB id 1105181 ACNVED RS10490 WP 419418969.1 MIKILIVDDHALVRMGIRRLLEDLPDMDVVAEAASGEEALLLVKSHKPDVLLLDMKMPGIDGWEVTRRLKKSNPHIRIIA 80
NTDB id 1278 LPP RS13600 WP 011947563.1 MIKVLIVDDHALVRMGIRRLLEDMSDVDVVADAESGEQALAYVKTHSPDVVLLDMKMPGIDGWEVTRRLKKTNPNIKVIA 80
NTDB id 1262 GCO85 RS13310 WP 011947563.1 MIKVLIVDDHALVRMGIRRLLEDMSDVDVVADAESGEQALAYVKTHSPDVVLLDMKMPGIDGWEVTRRLKKTNPNIKVIA 80
consensus !!!*!!!!!!!!!!!!!!!!!!!**!*!!!!*!*!!!*!!**!!*!*!!!*!!!!!!!!!!!!!!!!!!!!*!!*!**!!

logo VTAICASDPLPTRVLQLGAMGYLTKESGVAQEEMAAAIRKVAKGEKYLSAE IAQKMAINSLMQAEVPQGDSPFNDALLSEREMQVMLMI
NTDB id 1105181 ACNVED RS10490 WP 419418969.1 VTAICADPLPTRVLQLGAMGYLTKESGVQEMAAAIRKVAKGEKYLSAEIAQKMAINSLMAVQGSPFNALSEREMQVMLMI 160
NTDB id 1278 LPP RS13600 WP 011947563.1 VTAICSDPLPTRVLQLGAMGYLTKESGAEEMAAAIRKVAKGEKYLSAEIAQKMAINSLQEPQDSPFDLLSEREMQVMLMI 160
NTDB id 1262 GCO85 RS13310 WP 011947563.1 VTAICSDPLPTRVLQLGAMGYLTKESGAEEMAAAIRKVAKGEKYLSAEIAQKMAINSLQEPQDSPFDLLSEREMQVMLMI 160
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!!!***!*!!!**!!!!!!!!!!!!

logo TSGMTNVQDIADRLFLSTSKTINGYRYR I
MFEKLGIKNDVELTYLAMKHGRVI I EKHPSNDALLSLQDD

NTDB id 1105181 ACNVED RS10490 WP 419418969.1 TSGMTVQDIADRLFLSTKTINGYRYRIFEKLGIKNDVELTYLAMKHGVIEKPSDALLDD 219
NTDB id 1278 LPP RS13600 WP 011947563.1 TSGMNVQDIADRLFLSSKTINGYRYRMFEKLGIKNDVELTYLAMKHRIIEHPNDLSQDD 219
NTDB id 1262 GCO85 RS13310 WP 011947563.1 TSGMNVQDIADRLFLSSKTINGYRYRMFEKLGIKNDVELTYLAMKHRIIEHPNDLSQDD 219
consensus !!!!*!!!!!!!!!!!*!!!!!!!!!*!!!!!!!!!!!!!!!!!!!**!!*!*!***!!
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