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MKGS ILGS IKYQLR I

LTTL IPAVFLVVALLFAFVFYNGLQFGNKDLKNQHMF
SRLGEAYIRQLLPAAQLYAML

MRNDRYRTLQGL INASTINP
NTDB id 1105179 ACNVED RS10115 WP 419418897.1 .MKGLSIKYQLRLTTLIPVFVVALLFAVFYNGQFNKDLNQHMFRLGEAYIRQLLPAAQLAMMRNDRRTLQGLINASTINP 79
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MLKSIGIKYQLRITTLIPAFLVALLFAFFYNGLFGKDLKQHMSRLGEAYIRQLLPAAQYAMLRNDYRTLQGLINASTINP 80
consensus **! * !!!!!!*!!!!! !*!!!!!! !!!! ! !!! !!! !!!!!!!!!!!!!!! !!*!!! !!!!!!!!!!!!!!

logo EVI
KALAFYDNAGDGHRL IMAYRGGKHS IHKTPFKNPPDEFYTGDYI ESKQI ENPFYTVINF IVAP ITIPKFNLYSNSTETFKEKLTASDTPYI
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NTDB id 1105179 ACNVED RS10115 WP 419418897.1 EVIALAFYDGDGHLMAYRGGKHSIHTPFKPPEFTGDYIESKQIEPYVINFVAPITIPKFNLYSNTTFKKTADYIPLQADD 159
NTDB id 1263 GCO85 RS09730 WP 080450539.1 EVKALAFYNADGRLIAYRGGKHSIHKPFNPPDYTGDYIESKQINPFTINFIAPITIPKFNLYSSTEFKELSTPKIFQADD 160
consensus !! !!!!! *!!*!*!!!!!!!!!! !! !!**!!!!!!!!!! !* !!!*!!!!!!!!!!!! ! !! * * !!!!

logo I LGWLS IDIDTKQSLML IKRYQML
YI IVTI F ITLFGLL IMGSLTIHYFLLSKR IYLMP IARLRRSMKQI LQSNEFETEHIARVSSDPGSELGEI

NTDB id 1105179 ACNVED RS10115 WP 419418897.1 ILGWLSIDIDTKSMLIKRYQMYIITIFITLFGLLISLTIHYLLSKRIYLPIARLRRSMKQILQNEFETHIAVSSDSELGE 239
NTDB id 1263 GCO85 RS09730 WP 080450539.1 ILGWLSIDIDTQSLLIKRYQMLIVTIFITLFGLLMGLTIHYFLSKRIYMPIARLRRSMKQILSNEFETEIRVSSPGELGI 240
consensus !!!!!!!!!!! !*!!!!!!! !*!!!!!!!!!!* !!!!! !!!!!!*!!!!!!!!!!!!! !!!!!*! !!!* !!!
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S
K
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THE IRTPMNGVIGFT
NTDB id 1105179 ACNVED RS10115 WP 419418897.1 IEKGCAHLQRQYLNTIHDLNHHIEVATEDLQNSLELLEEKNIQLSLEKKKTEEKIKQQSDFIANMTHEIRTPMNGVIGFT 319
NTDB id 1263 GCO85 RS09730 WP 080450539.1 IEKGCAHLQRQYLNTVRDLNHHIEIATADLQQSLELLEEKNIELSLEKKKTEEKSRQKSEFIANMSHEIRTPMNGVIGFT 320
consensus !!!!!!!!!!!!!!!**!!!!!!!*!! !!!*!!!!!!!!!! !!!!!!!!!!! *! !*!!!!!*!!!!!!!!!!!!!!

logo NVLLESKLDPLQLDYVKTIKSSASQDLLNS I INDI LDFYSKI
MDAGKLHNLDC IPLDI

LRAGC IDEVLSTLAGSPNAHKKGIDL IP I
STDG

NTDB id 1105179 ACNVED RS10115 WP 419418897.1 NVLLESKLDPLQLDYVKTIKSSSQDLLNIINDILDYSKMDAGKLHLDCIPLDLRACIDEVLTLAGPNAHKKGIDLIPSTG 399
NTDB id 1263 GCO85 RS09730 WP 080450539.1 NVLLESKLDPLQLDYVKTIKSSAQDLLSIINDILDFSKIDAGKLNLDCIPLDIRGCIDEVLSLASPNAHKKGIDLIPITD 400
consensus !!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!*!!*!!!!!*!!!!!!!*!*!!!!!!*!! !!!!!!!!!!!! !
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RVPKMTVLGDPLR IKQI ILSTNL IVSTNAI

VKFTDHGYVL IRTKL I EQESTDEKDYTVLVLSFIA IATDTGIG I SKPDEDQTKLFNTAFNQADTS I
NTDB id 1105179 ACNVED RS10115 WP 419418897.1 TRVPKTVLGDPLRIKQILTNLISNAIKFTDHGYVLIRTLIEQESEKDYVVSIAITDTGIGISKDDQTKLFNAFNQADTSI 479
NTDB id 1263 GCO85 RS09730 WP 080450539.1 INVPKMVLGDPLRIKQIISNLVTNAVKFTDHGYVLIRTKIEQETDKDYTLLFAIADTGIGISPEDQTKLFTAFNQADTSI 480
consensus !!! !!!!!!!!!!!**!!**!!*!!!!!!!!!!!! !!!!**!!! * !! !!!!!!!**!!!!!! !!!!!!!!!
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NTDB id 1105179 ACNVED RS10115 WP 419418897.1 TRRFGGTGLGLVICKKLAEEMHGRIQLTSELHKGSTFTVKIRLEKLAAYEVEKNQTHRFGLLKAICFDDNPLQLEAMCNG 559
NTDB id 1263 GCO85 RS09730 WP 080450539.1 TRRYGGSGLGLVICKKLCEEMHGRISLTSEINKGSTFSARIKVEKLVAYEIEKNQTHRFAHLKIICFDDNPLHLEAIGNG 560
consensus !!!*!!*!!!!!!!!!!*!!!!!!! !!!!**!!!!!* *!**!!! !!!*!!!!!!!!**!! !!!!!!!!*!!!**!!
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A
RVDNASFNKQLESDRAI FLKTKNHKDECEKIAF INVNEQGCEKRQAVAEQL ILARKHKKQQTIPCFVL IVSKWLP IHNDFPAQALGARAGFLYKP I

LS I
NTDB id 1105179 ACNVED RS10115 WP 419418897.1 IGFWGIQCVAVNAFNQLEDAFKNHKECEIAFINVNEGCEKQVAQLLR.KQTIPCVLVSKWLIHDPQALGARAFLYKPLSI 638
NTDB id 1263 GCO85 RS09730 WP 080450539.1 LGFWGIEAIRVDSFNKLSRILTKHKDCKIAFINVNQGCERQAAELIAKHKQIPFVLISKWPINDFAALGARGFLYKPISI 640
consensus *!!!!! ** ! !! ! !!*! !!!!!!! !!!*! ! !* ** !!*!!*!!!*!*!* !!!!!*!!!!!*!!

logo QKLQYDLTI EFS IALNEANQSQTETKVNTNTNHQELDNTLREKQLRAF ILHPE I L IAEDNPVNKRMLLSTSLLNQENHNAANI ETLTVDEDNGEEMATLVRTACEQDEKKRFYDN
NTDB id 1105179 ACNVED RS10115 WP 419418897.1 QKLYDTIEFILNEASQTVTNNHELDNLRKQLRAIHPEILIAEDNPVNRMLLSSLLQEHAAIELVENGEETLRACQEKRYN 718
NTDB id 1263 GCO85 RS09730 WP 080450539.1 QKLQDLIESIANENQTEKNTNQELDTLREQLRFLHPEILIAEDNPVNKMLLTSLLNNNANITTVDDGEMAVTACEDKKFD 720
consensus !!! ! !! ! !! !*!!! !! !!! *!!!!!!!!!!!!!*!!!*!!!* *! ! !* !! * !! *!**
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LLLDLVHQMPKLNGLEAAKLMI

VRKQEKS ILLMNKRHRSTP IVLVI STANSSTNSDLVKSQSEIDQLMKTKSGI
VDFLCFLEQKP IDEKQLL ITHQI

LLR I LVDNKTKAHALA
NTDB id 1105179 ACNVED RS10115 WP 419418897.1 LLLLDVQMPKLNGLEAAKLVRKESILNRRTPIVVISANTNDVKQEQLTKSGIDLCLEKPIDEKQLLTHLLRILNKTKALA 798
NTDB id 1263 GCO85 RS09730 WP 080450539.1 MILLDLHMPKLNGLEAAKMIRQKSLMNKHSPIVLITASSSDLSSIDMKKSGVDFCFQKPIDEKQLLIQILRIVDKTKHAA 800
consensus **!!!**!!!!!!!!!!!**! !**!***!!!*!*! * !* * !!!*! ! !!!!!!!!! **!!!* !!!* !

logo IDWQSLCVQKVSGNQAI LAEEFLATKRF IVEELTYKNSQREPEF IVETLFMEHQKDNI
VKGLAEDSALAHKLHNGACCFCGVP I

RLQKSQRVAIQRLEKKLAKRERAT
NTDB id 1105179 ACNVED RS10115 WP 419418897.1 IDWSLCVQKVSGNQILAEEFLTRFVEELTKSQPEFVTLFEQKDIKGLESAAHKLNGACCFCGVPRLQSQVIRLEKKAKEA 878
NTDB id 1263 GCO85 RS09730 WP 080450539.1 IDWQLCVQKVSGNQALAEEFLAKFIEELYKNREEFIELMHQKNVKGLADLAHKLHGACCFCGVPILQKRVAQLEKLARRT 880
consensus !!! !!!!!!!!!! !!!!!! *!*!!! ! *!!* ! *!! *!!! !!!!*!!!!!!!!! !! ! !!! !*
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NTDB id 1105179 ACNVED RS10115 WP 419418897.1 KDIAAIKEVFAEFMQSADEVIKEFENFYQAKSLN 912
NTDB id 1263 GCO85 RS09730 WP 080450539.1 ANADNLAEAFTDLIQSIDAVISEYENQYSQ.... 910
consensus * ! ! * *!! ! !! !*!! ! ****

X non conserved

X similar

X ≥ 50% conserved


