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NTDB id 1055 ABD1 RS15865 WP 000201227.1 MATINLLPWREELREQRKKQFITLCFGVVVLGITTVFGGWFYFDHKLDDQEQANQLIMSTNQNLDQQLKTLNGLQEQRDA 80
NTDB id 1105170 ACNVED RS03685 WP 419420412.1 MTNINLLPWRELRREQEKRQFTTLLIGSLLIGIGIVILINYYVQDLVTEQMARNQRLQDEINTFNRQIAAIKRLKEVKAG 80
NTDB id 1254 GCO85 RS04840 WP 011213354.1 MTEINLLPWREQKREQEKKLFTTMLLIGIIIAAAIVFLMNSYVSHLISNQTNRNQILQKEITALDEQIKEIKALKQIREG 80
consensus !* !!!!!!!! *!!!*!**!*!**** *******!*****!* *****! **!!*** *** ** !** ***!******
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NTDB id 1055 ABD1 RS15865 WP 000201227.1 IIERMKLIQGLQSQRPVVVRLVDELVRVTPSAMYLTKFSRTGDKFTIEGKAESPNTVAELLRNLEASPWYRNAFMNSFLA 160
NTDB id 1105170 ACNVED RS03685 WP 419420412.1 LISRMKTIQGLQEGRTLTVHLFDELIKVVPDGIYLTQVKRVGDTVTLHGYAESNTNVSILMRNIEQSPWIQTPALTEIKK 160
NTDB id 1254 GCO85 RS04840 WP 011213354.1 LISRMSIVQNLQSTRTLMVHLFDELIKITPPGVYITKMQREHDVVTLWGYSESNTSISILMRNIEANVWIQNPVLTEIKK 160
consensus *!*!!***!*!!* !***!*!*!!!****! **!*!** ! *! *!* !**!!******!*!!*!***!**** ******
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NTDB id 1055 ABD1 RS15865 WP 000201227.1 NEEKKDKAASSLLPRVEDHYGSFVVTVDLGEMGVTTTDDSAKPSTGESVGAAK 213
NTDB id 1105170 ACNVED RS03685 WP 419420412.1 SKEAASEINNEFV.......LSFVIKAKNPI...................... 184
NTDB id 1254 GCO85 RS04840 WP 011213354.1 NVEKKQSPNNEFK.......LSFVLKPKY........................ 182
consensus * !** ***** *!!!** *

X non conserved

X similar

X ≥ 50% conserved


