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NTDB id 1010 ACIAD RS15195 WP 004923715.1 MLRLYRRPKKGLVGVDISSTSVKVLELSVKNNQYRVESYGLVPLLENSVVEKNILNPEAVADALTRSINLANPQAINAAI 80
NTDB id 1054 ABD1 RS15870 WP 002014066.1 MLRLYRKPNKGLMGVDISSTSVKLLELSVKNGKYWVESYALMPLPENSVVEKNILNPEAVAEALERAMNLANPQTTHAAI 80
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 MLRLYRKPNKGLMGVDISSTSVKLLELSVKNGKYWVESYALMPLPENSVVEKNILNPEAVAEALERAMNLANPQTTNAAI 80
NTDB id 1105169 ACNVED RS03680 WP 419420411.1 .MFKFKSKCPPILGVDISSTAIKIVEISGREDSRTVEGYGYQLLPPNTMEGHTIKDIDAVSLTIQNILNRYHLKSKLAVL 79
NTDB id 1253 GCO85 RS04835 WP 011215094.1 MLKLLKPKHRSILGIDISSSAVKILEISGSGEDICVEGYGREEIPASALEGNMIKDVDVVANCIKKLVERLKFTSKNVAL 80
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NTDB id 1010 ACIAD RS15195 WP 004923715.1 AVPTSMVVHKIIEMDADMTDDEREVQIRMDAERYIPFPLDEVSLDFEVMSEPLANPNRVSVLIAATRTENVDTRIEVLEL 160
NTDB id 1054 ABD1 RS15870 WP 002014066.1 AVPTSTVIHKTIEMDADMSDDEREVQIRVDAEQYIPFPLDEVSLDFEVLPDRLANPNRVNVLLVATRTENVETRVEVLEL 160
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 AVPTSTVIHKTIEMDADMSDDEREVQIRVDAEQYIPFPLDEVSLDFEVLPDRLLNPNRVNVLLVATRTENVETRVEVLEL 160
NTDB id 1105169 ACNVED RS03680 WP 419420411.1 SVPDSLVISKVIQVNEGLNDFEIEELVIMEADKFIPFPIEEINIDFEIIGQSARNTAMLDILVVASRSENVNTRVEAATK 159
NTDB id 1253 GCO85 RS04835 WP 011215094.1 AVPDSAVISKVVQINEGLTDLEMEELVVIEADKYIPYPIDEINLDFEVLGHSAKSSSLLDVLIVASRAENVNTRVEAAHR 160
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NTDB id 1010 ACIAD RS15195 WP 004923715.1 AGLTPKVADVESYAMERAFSVFADTLPMGV..NTVGILDIGHTMTTLSVMQKGKIIYTREQVFGGKQLTQEVQKRYGMSY 238
NTDB id 1054 ABD1 RS15870 WP 002014066.1 ADLNPKLADVESYAVERAFSVFADSLPMGA..NTIGILDIGHTMTTLSVMQNGKIIYTREQVFGGKQLTLEIQSRYGLSL 238
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 ADLNPKLADVESYAVERAFSVFADSLPMGA..NTIGILDIGHTMTTLSVMQNGKIIYTREQVFGGKQLTLEIQSRYGLSL 238
NTDB id 1105169 ACNVED RS03680 WP 419420411.1 AGLQVKIMDVESFAIERVCNLLNKL..EQPINKITAVIDIGAFFANLYVLKNNEIIFTREEEFGGSQLTETIEHYYHISY 237
NTDB id 1253 GCO85 RS04835 WP 011215094.1 AGLEPKVVDVESYAVERSVQQIAQELPASGQDKIVAIVDIGANYTHLFVLHGMRLIFSREEKFGGMQLVEAIAEHYHMNL 240
consensus !*!**!**!!!!*!*!!************* ******!!!*****!*!******!**!!**!!!*!!* *** *!****

logo EQEAGILSARLAEKNTKQQDQGRKQTSVLPADEDFYQTEQSTIAE I
V
F
I
L
T
D
EPYF IKLEDMTAI

L
V
I
L
V
L
Q
H
Q
I
V
A
K
ARATSLQFFYFSTSSNQHFYGTNFTEVIDQHI ILLTAGGI

M
NARNQI LPEGLSAARKRL ILEQEQEQKI

L
N
G
I
V
Y
T
V
R
T
V
I
T
A
V
IAN

NTDB id 1010 ACIAD RS15195 WP 004923715.1 EEAGRAKK.DGSLPEDFTQEVFEPYLEALVQQAARSLQFFFSSSQYNEIDHILLAGGNANILGLSRLLQQKLGYRVTIAN 317
NTDB id 1054 ABD1 RS15870 WP 002014066.1 EEASRAKK.DRSLPDDYEIEVLDPFLDAVVQQAARSLQFFFSSSQFNEIDHILLAGGNANIPGLAKLLQQKLGYRVTIAN 317
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 EEASRAKK.DRTLPDDYEIEVLDPFLDAVVQQAARSLQFFFSSSQFNEIDHILLAGGNANIPGLAKLLQQKLGYRVTIAN 317
NTDB id 1105169 ACNVED RS03680 WP 419420411.1 EEALRLETQQQQVPADYQTEIITPFIETLILHVKRALQFFYSTSNYTTIDQIILTGGIARIPELAKRIEEEINIVTIAAN 317
NTDB id 1253 GCO85 RS04835 WP 011215094.1 EQAIALKN.QGKLPEDYESAVLEPFKDMILLQIKRTLQFFYSTSQHGFVDHILLAGGMARQPGLAALIQEQLGVTTTVAN 319
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logo PLFSLHYQLMENSGLFGNSKRPKQLVNDAILVDEKQVYKVIANESNDAPASLTSLMI
VACGLALRHSMVFEGDE

NTDB id 1010 ACIAD RS15195 WP 004923715.1 PFLQMEFSPQVDIKKVENDAASLMVACGLALRSFDE 353
NTDB id 1054 ABD1 RS15870 WP 002014066.1 PFLQMGFSPQVDVQKIENDASSLMVACGLALRSFD. 352
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 PFLQMGFSPQVDVQKIENDASSLMVACGLALRSFD. 352
NTDB id 1105169 ACNVED RS03680 WP 419420411.1 PFSYLNLNRKLNAEYVANDAALLMIACGLALRHMG. 352
NTDB id 1253 GCO85 RS04835 WP 011215094.1 PLSHMSFGKKVNLDVINSDAPTLMVACGLALRHVE. 354
consensus !**** ******* ****!! *!!*!!!!!!!***
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