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NTDB id 1105165 ACNVED RS00945 WP 419419904.1 MRRHELHPHTAAINKAQKKESKKAKSEALLWLAATFPQAFDSTTRIRPLKAGIMTDILQHIAKAGEIGISRSKIREAVVL 80
NTDB id 1286 LPP RS00740 WP 011212783.1 MRKQALHPRTAVINKAQKNQSKRARSDALLWLAANFPEAFDNSLRIRPLKIGIMSDILQHAEKAEQVGVSKSKLREAVVL 80
consensus !!** !!!*!! !!!!!! !!*!*!*!!!!!!! !! !!! * !!!!!! !!!*!!!!! !! *!*!*!!*!!!!!!
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NTDB id 1105165 ACNVED RS00945 WP 419419904.1 FTRRLDYLICLKAKEMRIDLNGNPIEPVTEEEAEHAALKIKKRIEKSIRNTRKIVTVKDSNNLKQSVKPNYQINNRATLA 160
NTDB id 1286 LPP RS00740 WP 011212783.1 FTRRLDYLACLKAREVRIDLHGNPVAEVTEEEAENASMKIKKRVEKSVKNARKQVNAKAANHSYVN.......NQPSTVS 153
consensus !!!!!!!! !!!!*!*!!!!*!!!* *!!!!!!!*! *!!!!!*!!!**! !! ! ! !* *******!** !*
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VVKRHKAPPQKRQYDPDSAVARLKEKLGLASRKASEDEEKKVETTE
NTDB id 1105165 ACNVED RS00945 WP 419419904.1 DNEPYDAYYVEKPPL..........FNT..LGSGMSVKPKVIVRHKPQRQYDPSAVARLKEKLGLARKSEEEV.... 221
NTDB id 1286 LPP RS00740 WP 011212783.1 SVKPMNSFDSHPEPLLPIYPLRSSTYASQNVAMQSAKSPSVVVKHKAPKQYDPDAVARLKEKLGLSRKAEDKKETTE 230
consensus ! * ***!!*********** ***** ! !*!*!!***!!!! !!!!!!!!!!! !! !* ****
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X similar

X ≥ 50% conserved


