
logo MLAELS IKNFAI I EELTI
VSFERGLTVLTGETGAGKS I I IDA I

VSLLVGGRGSSEFVRYGEATKAELEGLFLLDESGHPVFLEGVC
NTDB id 1105078 ACNR9X RS11780 WP 003153174.1 MLAELSIKNFAIIEELTISFERGLTVLTGETGAGKSIIIDAVSLLVGGRGSSEFVRYGETKAELEGLFLLDSGHPVFEVC 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLESGHPVLGVC 80
consensus !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!! !!

logo

A
REQGIDAVSDDEMIVMRRDINSATGSGKSVCRVNGKLVTIAASLRE IGRLLLDIHGQHDNQLLMEDDEKNHLEQLLDKFAGAEAVESALKQ

NTDB id 1105078 ACNR9X RS11780 WP 003153174.1 REQGIDASDDMIVMRRDINAGGKSVCRVNGKLVTIAALREIGRLLLDIHGQHDNQLLMEDDKHLELLDKFAGAEAESALQ 160
NTDB id 352 BSU 24240 NP 390304.2 AEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESALK 160
consensus !!!!! !!*!!!!!!!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!* !! !!!!!!!!! !!!!

logo

A
TYHQEGYEQRYMVKLLKKLVKKQLSESEQEMAHRLDL IQFQLEE I ESAKLELNEDELQLQEERKQQI SNFEKIYESLQNAYNALRSE

NTDB id 1105078 ACNR9X RS11780 WP 003153174.1 AYHEGYERYMKLLKKVKKLSESEQEMAHRLDLIQFQLEEIESAKLELNEDELLQEERKQISNFEKIYESLQNAYNALRSE 240
NTDB id 352 BSU 24240 NP 390304.2 TYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRSE 240
consensus !*!!! !!*!!!!!*! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!! !!!!!!!!!!!!!!!!!!!!!!

logo QGGLDWVGMASAQLEDI SDINEPLKQKLMSESVSNSSYYLLEDATFQMRNLMLDDELEFYDPERLNFYI ETRLNE IKQLKRKYGATV
NTDB id 1105078 ACNR9X RS11780 WP 003153174.1 QGGLDWVGMASAQLEDISDINEPLQKLSESVSSSYYLLEDATFQMRNLLDDLEYDPERLNFIETRLNEIKQLKRKYGATV 320
NTDB id 352 BSU 24240 NP 390304.2 QGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGATV 320
consensus !!!!!!!!!!!!!!!!!!!!!!!! !*!!!!! !!!!!!!!!!!!!!*!!*!!*!!!!!!*!!!!!!!!!!!!!!!!!!!

logo EDI LEYAGSKI EEE IDQI ENRDSHLEQASLKKELDESVGKDVAVEAANLVSKQIRKATWAKKLADEAE IHQRELKQSLYMEGKSTFDTEFKLV
NTDB id 1105078 ACNR9X RS11780 WP 003153174.1 EDILEYGSKIEEEIDQIENRDSHLEALKKELESVGKDVAVEAANLSKIRKAWAKKLAEAIHQELQSLYMGKSTFDTEFLV 400
NTDB id 352 BSU 24240 NP 390304.2 EDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFKV 400
consensus !!!!!!*!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!*! !!! !!!!!!* !! !! !!!! !!!!!!!! !

logo

K
RTADPSRSANESEAPLVVNGQPVQLTEQKQGIDLVKFL I STNTGEPLKPSLSKVASGGELSRVMLAI

MKS I FSSQQDVTS I I FDEVDTGV
NTDB id 1105078 ACNR9X RS11780 WP 003153174.1 KTDPSASEAPVVNGQPVQLTQKGIDLVKFLISTNTGEPLKPLSKVASGGELSRVMLAMKSIFSSQQDVTSIIFDEVDTGV 480
NTDB id 352 BSU 24240 NP 390304.2 RTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTGV 480
consensus *! * !!!*!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!

logo SGRVAQAIAEKIHKVS ITGSQVLC ITHLPQVAAMADTHLLYIAKEFLKDGRTTTHRVKTPLSKQDEKVAE IGRMIAGVEVTDLTKR
NTDB id 1105078 ACNR9X RS11780 WP 003153174.1 SGRVAQAIAEKIHKVSTGSQVLCITHLPQVAAMADTHLLIAKEFKDGRTTTHVTPLSKQDKVAEIGRMIAGVEVTDLTKR 560
NTDB id 352 BSU 24240 NP 390304.2 SGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTKR 560
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!*! !!!!!*!!!!!!!!!!!!!!!!!!!!



logo HAKQELLKQADGQVKTTG
NTDB id 1105078 ACNR9X RS11780 WP 003153174.1 HAQELLKQAGQVKTTG 576
NTDB id 352 BSU 24240 NP 390304.2 HAKELLKQADQVKTTG 576
consensus !! !!!!!! !!!!!!
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