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NTDB id 1014 ACIAD RS13855 WP 004924483.1 MSIRHFFTFFWATLLTLFSMQIVFAQGFDQQYDAWKTQQKAHDTRLN.SSASHHSLSKPTQQSGTGVKVNINSATAKELQ 79
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 MQIKTKIVTLFLS.LCL...PTLPLLANAEETAP...A....................AQVEEGIVITVNINTASAEELA 53
NTDB id 1150 A1552VC RS08580 WP 001166105.1 MQIKTKIVTLFLS.LCL...PTLPLLANAEETAP...A....................AQVEEGIVITVNINTASAEELA 53
NTDB id 1395 DSB67 RS04445 WP 010649155.1 .......MKWMLT.LCL...LILAPMSWAE.TKT...K....................ADKYEGIEITVNVNSATAQEIA 45
NTDB id 110491 BA890 RS04400 WP 031779272.1 .......MKWVLT.LLL...CVFAPFGLAA..DT...T....................ADKYEGIEITVNINSATAEEIA 44
NTDB id 1294 VP RS04495 WP 021449594.1 .......MKWILT.LCL...VVFAPLSLAA..DT...K....................ADKYEGIEITVNINTASAEEIA 44
NTDB id 1362 HI 1008 AAC22669.1 MK...TL..FTSVVLCG...ALVVSSSFAEEKAT...XQTAQSV.VTT......QAEAQVAPAVVSDKLNINTATASEIQ 62
NTDB id 1459 ASU2 RS10590 WP 015674357.1 MK...TPSKLGLSLLIG....MLSTGVLAAEKTK...PSVTEPTPVVQNAQATSPEHSHAEMTNNANLVNINIATAAEIQ 70
NTDB id 1382 A4U84 RS07375 WP 062924234.1 MK...KLSRYTFSLLFG....LFSATTFAEEKVT...TST.EHTPVVMQQ.......VAATQKVNANVVNINTATASEIQ 62
consensus * *** ** !** ** *** * * *** ***!*!*!*! !**
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NTDB id 1014 ACIAD RS13855 WP 004924483.1 Q.LHGVGEKKALAIVEYRQQYGKFASVDDLQKVKGIGPKFIEKNRDRLAI. 128
NTDB id 1159 ABDM36 RS04765 WP 001166105.1 TLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1150 A1552VC RS08580 WP 001166105.1 TLLKGIGLKKAQAIVDYREANGPFTHIDDLTNVKGIGEATVRNNAARILL. 103
NTDB id 1395 DSB67 RS04445 WP 010649155.1 TLLIGIGEKKAQDIVEYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 110491 BA890 RS04400 WP 031779272.1 TMLKGIGEKKAQDIVDYRTEHGPFKTVSDLGNVKGIGDATLKKNEGRIIL. 94
NTDB id 1294 VP RS04495 WP 021449594.1 TMLKGIGEKKAQSIVDYRTEHGPFKTAADLTNVKGIGEATIKKNEDRILL. 94
NTDB id 1362 HI 1008 AAC22669.1 KSLTGIGAKKAEAIVQYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
NTDB id 1459 ASU2 RS10590 WP 015674357.1 DKLVGIGAKKAQAIVEYRTKNGAFSSLEQLTDVSGIGKATLDKNRDRILLQ 121
NTDB id 1382 A4U84 RS07375 WP 062924234.1 DKLVGIGAKKAQAIVEYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
consensus **! !*! !!!**!!*!! !*! ****!* !*!!!******! *****
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