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NTDB id 110490 BA890 RS02860 WP 014230938.1 .....................MTTEKINLLDFDRKGMRQFFAEELGEKAFRADQVMKWIYHFGVDDFDNMTNINKKLREK 59
NTDB id 1457 ASU2 RS00455 WP 014990913.1 MSEQTQTCASEIQAMNAAVQHPKSEKINLMNLTRQEMRELFA.EMGEKPFRADQLMKWIYHFGEDNFDNMSNINKVLREK 79
NTDB id 1392 A4U84 RS02730 WP 010786053.1 .......MSEQIQATDASCNSTKTEKINLLNLNRQQMRELFA.EMGEKPFRADQLMKWIYHFGEDNFDNMTNINKVLREK 72
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logo LQKHQRKICAE IKAPTEVSAEVAEQHRSASDGTIKWAMKQWVGDQDQVI ETVYIPEADDRATLCVSSQVGCALEACTKFCSTAQQGFNRNLKSTVSE I IG
NTDB id 110490 BA890 RS02860 WP 014230938.1 LQHKCEIKAPTVAEAQHSSDGTIKWAMKVGDQDVETVYIPEDDRATLCVSSQVGCALECKFCSTAQQGFNRNLKVSEIIG 139
NTDB id 1457 ASU2 RS00455 WP 014990913.1 LKQIAEIKAPEVSVEQRSSDGTIKWAMQVGDQQIETVYIPEADRATLCVSSQVGCALACKFCSTAQQGFNRNLTVSEIIG 159
NTDB id 1392 A4U84 RS02730 WP 010786053.1 LKRIAEIKAPEVAVEQRSADGTIKWAMWVGDQQIETVYIPEDDRATLCVSSQVGCALACTFCSTAQQGFNRNLSVSEIIG 152
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NTDB id 110490 BA890 RS02860 WP 014230938.1 QVWRAAREVGLEKETGRRPITNVVMMGMGEPLLNMKNLIPALEIMLDDLGFGLSKRRVTVSTSGVVSGLDQMTGKIDVAL 219
NTDB id 1457 ASU2 RS00455 WP 014990913.1 QVWRASKIIGNFGVTGVRPITNVVMMGMGEPLLNLNNVIPAMEIMLDDFAYGLSKRRVTLSTAGVVPALDIMREKIDVAL 239
NTDB id 1392 A4U84 RS02730 WP 010786053.1 QVWRASKIIGNFGVTGIRPITNVVMMGMGEPLLNMNNVIPAMEIMLDDFAYGLSKRRVTLSTSGVVPALDKMREQIDVAL 232
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NTDB id 110490 BA890 RS02860 WP 014230938.1 AISLHAPNDKLRSEIMPINDRWDIQDFLASVRRYIASSNANRGKVTVEYVLLDHVNDDMDHARELAELMKDTPCKINLIP 299
NTDB id 1457 ASU2 RS00455 WP 014990913.1 AISLHAPNDELRDEIMPINKKYNIKMLMDSVHKYLEVSNANHGKVTIEYVLLDHVNDGTEHAHQLAEVLKNTPCKINLIP 319
NTDB id 1392 A4U84 RS02730 WP 010786053.1 AISLHAPNDELRNELIPLNKKYNIKMLIDSVNKYLEVSNANHGKVTIEYVMLSHVNDDVEHAHQLADVLKNTPSKINLIP 312
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NTDB id 110490 BA890 RS02860 WP 014230938.1 FNPYPGSPYKKPSNSRIDRFQKTLMQYEHTVTIRKTRGDDIDAACGQLVGDVIDRTKRTAALKAARGADTIEVKAV 375
NTDB id 1457 ASU2 RS00455 WP 014990913.1 WNPFPEAPYGKSSNSRVDRFQKTLMEYGFTVIVRKTRGDDIDAACGQLAGDVIDRTKRTMEKRKFGKGIAVQNH.. 393
NTDB id 1392 A4U84 RS02730 WP 010786053.1 WNPFPEAPYAKSSNTRIDRFQKTLMEYGFTVTVRKTRGDDIDAACGQLAGDVIDRTKRTFEKRKFGEGIAVQNQ.. 386
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