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NTDB id 1257 GCO85 RS04855 WP 163621000.1 INMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQIN 374
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVN 385
NTDB id 1104808 ACN08T RS02900 WP 419206118.1 FNLVVSDSVSGNVTLRLDDVPWPQVLDIILQSKDLDKRVRGSVLLVAPKSELTASEHQVMEAKRKQQELSNLRSELIQVN 260
NTDB id 1186 GTF74 RS01320 WP 000788426.1 FNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKIN 260
NTDB id 1175 A1552VC RS12105 WP 000788426.1 FNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKIN 260
NTDB id 1408 DSB67 RS13980 WP 010643500.1 FNLVVSDSVEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVN 261
consensus *!*!**!*!*!**!!*! **!!*!*!!**! ***!!!!* !*!****** **** !** * * * ********!***

logo

F
YAKATGSADI EMAEGKVAMLFLINQSGKTSDQGSVKEGRTSSNDSNTGSDTNGSGNLSQNHTSGGGTSTSTNGLSNATTGVEDPSLGDNSNGNQVEINGVTGNSKMLELGSGDEPRGKTSLMIHTSLQIVDPADERTNSTI

L
W
L
I
A
I
K
Y
Q
N
R

Q
E
D
I
P
L
T
Q
A
G
S
P

E
T
D
Q

R
S
K
N
L
I
S
A
E
D
S
E
Q
V

L
V
I
K
R
N
R
K
E
L
M
I

NTDB id 1009 ACIAD RS15175 WP 004923730.1 YAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKM 437
NTDB id 1052 ABD1 RS15850 WP 001017033.1 YAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKM 445
NTDB id 1039 H0N27 RS01460 WP 031993779.1 YAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKM 445
NTDB id 1284 ACE17W RS12370 WP 010946666.1 YAKAADIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVREL 423
NTDB id 1257 GCO85 RS04855 WP 163621000.1 YAKAADIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVREL 423
NTDB id 1193 PAKAF RS26665 WP 003161249.1 YAKAADIAKLFQSVTSDGG..........................QEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRI 439
NTDB id 1104808 ACN08T RS02900 WP 419206118.1 YAKATDIAALLSGS...TD..........................GVGMLSERGSLHVDERTNSLIIKDISDNISSIKNI 311
NTDB id 1186 GTF74 RS01320 WP 000788426.1 FAKASDIAAMIGGE....G..........................NVNMLSERGSISIDERTNSLLIRELPDNIAVIREI 310
NTDB id 1175 A1552VC RS12105 WP 000788426.1 FAKASDIAAMIGGE....G..........................NVNMLSERGSISIDERTNSLLIRELPDNIAVIREI 310
NTDB id 1408 DSB67 RS13980 WP 010643500.1 FAKASDIAEMINGE....G..........................NISMLSDRGSMTIDERTNSLLIRELPENIEVIREI 311
consensus *!!!*!!**** * *****!!****!*!!!******* * ** ****



logo

V
I
S
K
D
E
L
Q
SLDVIQPVRKQVLMQVI EAR IVERTI

A
V
K
S
N
T

V
K
T
E
D
S
G
D
Y
N
F
D
I
M
L
T
S

D
E
Q
K
S
D
E
M
I
LG I

V
K
RWGFGIVATMLSKYRSHIVPTQKTGNINTQNNSHN

G
D
S
N
T
W
H
L
T
L
S
G
I
L
V
Y
S
GGKTSLIDENSTGATNI

N
L
G
A
E
W
I
S
T
L
Q
N

K
L
D
R
N
E
D
P
D
G
K
M
S
K
D
N
C
I
S
KGPL IYLDGADGGSCGETRFEGDPTDATTPGAGEGSTDNYDTEKSV

NTDB id 1009 ACIAD RS15175 WP 004923730.1 IDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGS.ETTLWNLRNPDSN..............GT 502
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGS.ETTLWNLREPKKD.........ETTGGYK 515
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGS.ETTLWNLREPKKD.........ETTGGYK 515
NTDB id 1284 ACE17W RS12370 WP 010946666.1 IKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPT....H...LSGTLEGANEL...........A...RGTAPANV 482
NTDB id 1257 GCO85 RS04855 WP 163621000.1 IKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPT....H...LSGTLEGANEL...........A...RGTAPANV 482
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHK....GNWSGYGK.DGNIGIKDEDGMNCGPIAGSCTFPTTGTS 514
NTDB id 1104808 ACN08T RS02900 WP 419206118.1 VESLDIPVKQVQIEARIVTINEGDIDELGVRWGVSKVN....GDTTIGGSIEGNLAS.......SGLLG.........ED 371
NTDB id 1186 GTF74 RS01320 WP 000788426.1 IESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTN....GSHSVGGSIESNLWQ.......KGLLAD........DE 371
NTDB id 1175 A1552VC RS12105 WP 000788426.1 IESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTN....GSHSVGGSIESNLWQ.......KGLLAD........DE 371
NTDB id 1408 DSB67 RS13980 WP 010643500.1 IESLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSIN....GSHTVGGSIENNLAT.......IGLYDGGGEGDDGGSS 380
consensus ** !!**!*!!**!!!!! ** *** **!**!!*** * ***!******** * * *

logo

YTAKFI
V

G
S
T
E
P
I
P
L
R
V

S
E
P
D
P
E
R
D
R
N
F
V
L
D
NLVNDLAGSVAAVPLSTTGNSTPAKGTNDPATGSATSSVIGAI

F
A
G
Q

I
V
L
G
I
A
F
S
K
I
M
L
T
N
S
G
N
S
D
D
G
N
F
T
I
I
M
LLDLQELSAMLEQKQTNSATDENSGNRYKGAELVIVI SQTSPKRVLVMI STSATDNQKEKQKAPTAVKYVI LAEKSTQGSVEQTQEVIPYLQSE

NTDB id 1009 ACIAD RS15175 WP 004923730.1 YTIERPDNLNVDLGV...TTTGASSIAFGLISLSD.FMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQS 578
NTDB id 1052 ABD1 RS15850 WP 001017033.1 YTIERPDNLNVDLGV...SNP.AGSIAFGLISMSD.FMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQS 590
NTDB id 1039 H0N27 RS01460 WP 031993779.1 YTIERPDNLNVDLGV...SNP.AGSIAFGLISMSD.FMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQS 590
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ..VPLERRLNLDLAAAPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQE 560
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ..VPLERRLNLDLAAVPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQE 560
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ..KSPSPFVDL..GA......KDATSGIGIGFITDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQE 584
NTDB id 1104808 ACN08T RS02900 WP 419206118.1 ..ATVDDFLNVNLGA...S.AGAASIAFQVAKLGN.ILLDLELSALQTENKAEIISSPRLMTTNKKTAYIEQGTEIPYLE 444
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ..FPVDEFLNVNLAS...TSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLE 446
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ..FPVDEFLNVNLAS...TSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLE 446
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ..VGIDDFLNVNLAA...TSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLE 455
consensus * *********** * * *********** * *!!!*!!!** ****!**!*!******** ! ***!***!!**

logo

S
T
A
S
T
N
SSAGASGTSTAASTTVTASFKDEKAALVLSLMENKVTPNSQITPDDNGRKLI IQLVVLMEKDVLEKNDQS IVANSTNKQDANTRS IKRVPDNASGQSYGPEDVYATQNTAVMQFKPTGELTLGNTEGEVAALPVPAISLI IDNKTKNQTNERVIQGNATKQNI

VLVDNDNGQETI
V
I
V
I
LGGVI

NTDB id 1009 ACIAD RS15175 WP 004923730.1 TTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINSYAQ...NGEAILNKNTINTNVLVNNGETVVLGGV 655
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGAAP...NGELILNKNNINTNVLVDNGETVILGGV 667
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGAAP...NGELILNKNNINTNVLVDNGETVILGGV 667
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTF...LGVPAIITKEIQTNVLVNNGQTIVLGGI 634
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTF...LGVPAIITKEIQTNVLVNNGQTIVLGGI 634
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ASSSGAT...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNM..LNGVPPINKNEVNAKILVNDGETIVIGGV 659
NTDB id 1104808 ACN08T RS02900 WP 419206118.1 ASSSGAT...SVSFKKAVLSLMVTPQITPDDKLVLDLEVTQDNKGEDVPTGEGTAVSIDTQRIGTQVLVNNGETVVLGGI 521
NTDB id 1186 GTF74 RS01320 WP 000788426.1 SSSSGAS...TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGI 523
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SSSSGAS...TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGI 523
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SSSSGAT...SVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGI 532
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 FEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 FEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 FEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1284 ACE17W RS12370 WP 010946666.1 YKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 YKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1193 PAKAF RS26665 WP 003161249.1 FSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIG...R...... 714
NTDB id 1104808 ACN08T RS02900 WP 419206118.1 YQHSMTNVTRKVPVLGDIPVLGALFRHKMEQMGKRELLIFVTPKIVLQ................ 569
NTDB id 1186 GTF74 RS01320 WP 000788426.1 FQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 FQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 FQHSITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
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