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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
NTDB id 1104725 ACNS8M RS00965 WP 168541840.1 MHAVQPLVLLVDDEEDLCTLMQMTLARMGIQTHVAYRLEQAKQRLAEHHYDACLTDLNLPDGNGIQLVEFIAEQYPNLPV 80
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP....EAEEAPVDNRLLGESPPMRALRNQIGKLAR 154
NTDB id 1104725 ACNS8M RS00965 WP 168541840.1 AVLTAYGNMEIAIAALKAGAFDFVSKPVNQMHLQQLLEKALNKPFDKAEPNSQDQLEYKMLIGQSLPIQQLRSTIKKIAR 160
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEH.DTTENALENKLLIGRSLPIQQLRIAIKKIAR 159
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
NTDB id 1104725 ACNS8M RS00965 WP 168541840.1 SQAPVFITGESGTGKEVVANLVHRLSNRNEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLIQSAHGGSLFLD 240
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
NTDB id 1104725 ACNS8M RS00965 WP 168541840.1 EIAELPLSMQVKLLRAVQEKRIRPVGSDTEIDVDFRVISASHQDLESLVQQGRFRQDLFFRIHVMDLVLPALREREQDIL 320
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQE....... 387
NTDB id 1104725 ACNS8M RS00965 WP 168541840.1 LLADHFIQKVAQEWDIPAKQLTPRAQQFLLEQYYPGNVRELRNIIERAMTLSDDAVIDLQHLQTAPLRQFSMETSTETPS 400
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQ 399
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LDTEDTEQEV
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .............GAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
NTDB id 1104725 ACNS8M RS00965 WP 168541840.1 SSDTNNTLMSDAMPTGRKLPEEGLEAYLEKVEKDILLNALNLTHWNRTLAAKKLGMSFRSLRYRLKKFGLDTEDE... 475
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SI....QTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
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