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NTDB id 1104611 HDF20 RS27880 WP 184550701.1 MAKTKFAYFCQSCGFESAKWLGKCPSCQQWNTFVEEIIDKGTPNNAVPTWKVTSNTQQRANKPVQVADITFSEEDRMLTP 80
NTDB id 125 BSU 00870 NP 387968.1 MAKTKSKFICQSCGYESPKWMGKCPGCGAWNTMVEEMIKKAPANRRAA....FSHSVQTVQKPSPITSIETSEEPRVKTQ 76
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS....LTGE...KTKPMKLAEVTSINVNRTKTE 73
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS....LTGE...KTKPMKLAEVTSINVNRTKTE 73
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS....LTGE...KTKPMKLAEVTSINVNRTKTE 73
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS....LTGE...KTKPMKLAEVTSINVNRTKTE 73
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS....LTGE...KTKPMKLAEVTSINVNRTKTE 73
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVS....LTGE...KTKPMKLAEVTSINVNRTKTE 73
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NTDB id 1104611 HDF20 RS27880 WP 184550701.1 DKEFNRVLGGGIVAGSLVLIGGEPGIGKSTLMLQLALNMPN..IKVLYVSGEESERQIKMRAERLVPEATNSKSQILNPN 158
NTDB id 125 BSU 00870 NP 387968.1 LGEFNRVLGGGVVKGSLVLIGGDPGIGKSTLLLQVSAQLSGSSNSVLYISGEESVKQTKLRADRLGI............. 143
NTDB id 279 KZH43 RS00140 WP 074017595.1 MEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD............. 139
NTDB id 238 SPD RS00140 WP 074017595.1 MEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD............. 139
NTDB id 204 SPR RS00140 WP 074017595.1 MEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD............. 139
NTDB id 169 SP RS00155 WP 074017595.1 MEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD............. 139
NTDB id 509 SM12261 RS00130 WP 078228442.1 MEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD............. 139
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MEEFNRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQV.GTVLYVSGEESAQQIKLRAERLGD............. 139
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NTDB id 1104611 HDF20 RS27880 WP 184550701.1 SEIPNPKSQIGGSCYVLCETSTQNIFKQIEALEPDLVVIDSIQTLHSSHIESTPGSVSQVRECTAELLRFAKETSTPVFL 238
NTDB id 125 BSU 00870 NP 387968.1 .........NNPSLHVLSETDMEYISSAIQEMNPSFVVVDSIQTVYQSDITSAPGSVSQVRECTAELMKIAKTKGIPIFI 214
NTDB id 279 KZH43 RS00140 WP 074017595.1 .........IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFI 210
NTDB id 238 SPD RS00140 WP 074017595.1 .........IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFI 210
NTDB id 204 SPR RS00140 WP 074017595.1 .........IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFI 210
NTDB id 169 SP RS00155 WP 074017595.1 .........IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFI 210
NTDB id 509 SM12261 RS00130 WP 078228442.1 .........IDSEFYLYAETNMQSVRTEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFI 210
NTDB id 537 SMSK321 RS07120 WP 080550752.1 .........IDSEFYLYAETNMQSVRAEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFI 210
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NTDB id 1104611 HDF20 RS27880 WP 184550701.1 IGHITKDGMIAGPKILEHMVDTVLQFEGDRHHVYRILRTIKNRFGSASELGIYEMLGEGLREVSNPSEILLSHRDEPLSG 318
NTDB id 125 BSU 00870 NP 387968.1 VGHVTKEGSIAGPRLLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEMGIFEMREEGLTEVLNPSEIFLEERSAGSAG 294
NTDB id 279 KZH43 RS00140 WP 074017595.1 VGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATG 290
NTDB id 238 SPD RS00140 WP 074017595.1 VGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATG 290
NTDB id 204 SPR RS00140 WP 074017595.1 VGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATG 290
NTDB id 169 SP RS00155 WP 074017595.1 VGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATG 290
NTDB id 509 SM12261 RS00130 WP 078228442.1 VGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATG 290
NTDB id 537 SMSK321 RS07120 WP 080550752.1 VGHVTKEGTLAGPRMLEHMVDTVLYFEGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATG 290
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NTDB id 1104611 HDF20 RS27880 WP 184550701.1 ITISATLEGMRPMLIETQALVSTSAYGTPQRTATGFDTKRMSMLLAVLEKRCGFRLAAKDVFLNITGGIRVEDPAIDLGL 398
NTDB id 125 BSU 00870 NP 387968.1 SSITASMEGTRPILVEIQALISPTSFGNPRRMATGIDHNRVSLLMAVLEKRVGLLLQNQDAYLKVAGGVKLDEPAIDLAI 374
NTDB id 279 KZH43 RS00140 WP 074017595.1 SSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAV 370
NTDB id 238 SPD RS00140 WP 074017595.1 SSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAV 370
NTDB id 204 SPR RS00140 WP 074017595.1 SSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAV 370
NTDB id 169 SP RS00155 WP 074017595.1 SSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAV 370
NTDB id 509 SM12261 RS00130 WP 078228442.1 SSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAV 370
NTDB id 537 SMSK321 RS07120 WP 080550752.1 SSIVVTMEGTRPILAEVQALVTPTMFGNAKRTTTGLDFNRASLIMAVLEKRAGLLLQNQDAYLKSAGGVKLDEPAIDLAV 370
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NTDB id 1104611 HDF20 RS27880 WP 184550701.1 AAAIISSHEDMPIPFKTCFAGEIGLSGEIRAVNRVEQRIAEAQKLGFTQIFISKYNLPSGGQDRKRMDLSRYDIDVKIVS 478
NTDB id 125 BSU 00870 NP 387968.1 VISIASSFRDTPPNPADCFIGEVGLTGEVRRVSRIEQRVKEAAKLGFKRMIIPAANLDGWTKPK........GIEVIGVA 446
NTDB id 279 KZH43 RS00140 WP 074017595.1 AVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPK........EIQVIGVT 442
NTDB id 238 SPD RS00140 WP 074017595.1 AVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPK........EIQVIGVT 442
NTDB id 204 SPR RS00140 WP 074017595.1 AVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPK........EIQVIGVT 442
NTDB id 169 SP RS00155 WP 074017595.1 AVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITLPK........EIQVIGVT 442
NTDB id 509 SM12261 RS00130 WP 078228442.1 AVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPK........EIQVIGVT 442
NTDB id 537 SMSK321 RS07120 WP 080550752.1 AVAIASSYKDKPTNPQECFVGELGLTGEIRRVNRIEQRINEAAKLGFTKIYVPKNSLTGITPPM........EIQVIGVT 442
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NTDB id 1104611 HDF20 RS27880 WP 184550701.1 SIEEVFAQLFG. 489
NTDB id 125 BSU 00870 NP 387968.1 NVAEALRTSLGG 458
NTDB id 279 KZH43 RS00140 WP 074017595.1 TIQEVLKKVFA. 453
NTDB id 238 SPD RS00140 WP 074017595.1 TIQEVLKKVFA. 453
NTDB id 204 SPR RS00140 WP 074017595.1 TIQEVLKKVFA. 453
NTDB id 169 SP RS00155 WP 074017595.1 TIQEVLKKVFA. 453
NTDB id 509 SM12261 RS00130 WP 078228442.1 TIQEVLKKVFA. 453
NTDB id 537 SMSK321 RS07120 WP 080550752.1 TIQEVLKKVFA. 453
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