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NTDB id 1111 NGFG RS09220 WP 003689814.1 MSD...LSVLSPFA.VPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLP...........LTDDESRTFNLMK 65
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPE...........QPIIDHERLTLNK 69
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPE...........QPIIDHEKLTLSK 69
NTDB id 1104501 ACM0P2 RS14770 WP 173359107.1 MDAIITLSQLYPAIFYCLVFFVSLMVGSFLNVVIYRLPIMMERSWQQEYESYFSDGANDGISTSANDKSATPDEPFNLVK 80
NTDB id 1403 DSB67 RS12675 WP 010643256.1 ....MEVFQYYPWLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEY...........KIEPPKETLTLSV 65
NTDB id 1170 A1552VC RS11080 WP 000418747.1 ....MELFYFYPWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEY...........GITPPEGKLTLSL 65
consensus * * ** * * ** !**!!!!!!!!!!*!**!! *! ** * **! *

logo PADRSCTSCQPHKQSACHRGQHVQTKQP IR I
V
A
W

I
R
W
Y

E
D
QNIP I

L
V
L
V
I SYWLAFLVLKRGQKCHSAGKNSHCKQAHTGKP INSAIRYPALVI ELFLTGMAFIVLALMCCFSTGLLFVAIVVATWFMEQHVYFPGVWFPGSTSVWYI IFQAMTVLGWAFALGVLAIFVFLSTAFWYFVLVI SAALLTF

NTDB id 1111 NGFG RS09220 WP 003689814.1 PDSCCPKCRVPIRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILTAFLISLTF 145
NTDB id 1061 ABD1 RS18470 WP 001152280.1 PASSCPACQQPIRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTF 149
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 PASSCPACHQPIRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTF 149
NTDB id 1104501 ACM0P2 RS14770 WP 173359107.1 PDSTCPSCGHKIRAWENIPVISYLFLKGKCAKCKTGISIRYPLVELFTAIACTFAAFEFGVTSQALWAVAFTYVLVALLF 160
NTDB id 1403 DSB67 RS12675 WP 010643256.1 PRSSCQQCGTQIRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIAATF 145
NTDB id 1170 A1552VC RS11080 WP 000418747.1 PRSTCPHCQTPIRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIAATF 145
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NTDB id 1111 NGFG RS09220 WP 003689814.1 IDADTQYLPDSMTLPLIWLGLIFNLDGG.FVPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWLGI 224
NTDB id 1061 ABD1 RS18470 WP 001152280.1 IDFDTQLLPDRFTLPLAALGLGINTFNI.YTSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGP 228
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 IDFDTQLLPDRFTLPLAALGLGINTFNI.YTSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGP 228
NTDB id 1104501 ACM0P2 RS14770 WP 173359107.1 IDLDKMLLPDQLTLPLLWLGLLLSTQNI.FVGTTDAIIGAAAGYLSLWSVYWLFKLVTGKEGMGYGDFKLLAALGAFTGW 239
NTDB id 1403 DSB67 RS12675 WP 010643256.1 IDLDTMLLPDQLTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWLGW 225
NTDB id 1170 A1552VC RS11080 WP 000418747.1 IDFDTLLLPDQLTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWLGW 225
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NTDB id 1111 NGFG RS09220 WP 003689814.1 SALPVLIFVSSLIGLVAAIVMR....VAKGRHFAFGPALTVSGWIIFTANDSVWRAVNWWLTHPVR... 286
NTDB id 1061 ABD1 RS18470 WP 001152280.1 LMLPLIVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 LMLPLIVLLSSLLGAIIGIILLKLRND..NQPFAFGPYIAIAGWVAFLWGDQI...MKIYLGG...... 286
NTDB id 1104501 ACM0P2 RS14770 WP 173359107.1 QGLPVIILLSSLVGAIAGILIMIIQNKGKSLAIPFGPYLAVAGWLTLLFKHEI...ITTYLDYVL.... 301
NTDB id 1403 DSB67 RS12675 WP 010643256.1 QSLPMIILLSSVVGVIFGLIQLRLQKQGIEKAFPFGPYLAIAGWVSLIWGHQI...LNWYFTSILGV.. 289
NTDB id 1170 A1552VC RS11080 WP 000418747.1 QQLPVIVLLSSVVGVIFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKV...IDWYFTTWVGQPL 291
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