
logo MTHLNYKNIKGRSKETGATL IVVL I I LL IV I SVGVLAIRVAI
VVSLKVATNSQVGQLNFQSSDTPLEL IVQMNPTTLTNIT

NTDB id 110450 ACAK36 RS10355 WP 049581040.1 MTHLNYKNIKGRSKETGATLIVVLIILLIVISVGVLAIRVAVVSLKVATNSQVGQLNFQSSDTPLELIVQMNPTTLTNIT 80
NTDB id 1065 ABD1 RS15735 WP 000149372.1 MTHLNYKNIKGRSKETGATLIVVLIILLIVISVGVLAIRVAIVSLKVATNSQVGQLNFQSSDTPLELIVQMNPTTLTNIT 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NVIGAALKAHESNPGAEYNFCYKPTSTSVSFAQTRGASLLRAGSANNAVVEDGGVAGFCDLTSDYGSNRQAVVTQVAVS I
NTDB id 110450 ACAK36 RS10355 WP 049581040.1 NVIGAALKAHESNPGAEYNFCYKPTSTSVSFAQTRGASLLRAGSANNAVVEDGGVAGFCDLTSDYGSNRQAVVTQVAVSI 160
NTDB id 1065 ABD1 RS15735 WP 000149372.1 NVIGAALKAHESNPGAEYNFCYKPTSTSVSFAQTRGASLLRAGSANNAVVEDGGVAGFCDLTSDYGSNRQAVVTQVAVSI 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo PTDAMADIPGSNLPRDINLSEGTQLPKSMLSTQR IRVITTAFLPAYASTSLENTLQFSDCLSTSSAKI SDNFDSALTDKQTL
NTDB id 110450 ACAK36 RS10355 WP 049581040.1 PTDAMADIPGSNLPRDINLSEGTQLPKSMLSTQRIRVITTAFLPAYASTSLETLQSDCLSTSSAKISDNFDSALTDKQTL 240
NTDB id 1065 ABD1 RS15735 WP 000149372.1 PTDAMADIPGSNLPRDINLSEGTQLPKSMLSTQRIRVITTAFLPAYASTSLENLQFDCLSTSSAKISDNFDSALTDKQTL 240
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!

logo ADCLANHNVPFSTQVQEFNYTNKLTE ITAPGS
NTDB id 110450 ACAK36 RS10355 WP 049581040.1 ADCLANHNVPFSTQVQEFNYTNKLTEITAPGS 272
NTDB id 1065 ABD1 RS15735 WP 000149372.1 ADCLANHNVPFSTQVQEFNYTNKLTEITAPGS 272
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!
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