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NTDB id 1015 ACIAD RS12005 WP 004928865.1 MFKIILLGWIAGIAMMGRTLECIEPFTCITGILTFLIWAIYFYKKRKHQIGSGLRALVILISASFLFGIGAQYADSALEE 80
NTDB id 1083 H0N27 RS04190 WP 168726476.1 MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE 80
NTDB id 110409 ACAK38 RS04175 WP 032037654.1 MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTISLFMVGYYYAEKALIE 80
NTDB id 1070 ABD1 RS13145 WP 000472713.1 MFKIILLGWIGGIALMGIDFPLIMQYEKVGEALLLLAFIFYLYKRPMFVDRPFLKAVFCLLCTTSLFMVGYHYAEKALIE 80
consensus !!!!!!!!!!*!!!*!!*****!*********!**!****!*!!*********!*!***!*****!!**!**!!**!!*!

logo RLYEYQKRI
E
M
T
H
D
S
T
D
R
T
N
H
L
E
D
V
I I IVYVIHNQRMLGSESESKDKNGKI

V
K
QQVTAEQVLNI

L
H
S
P
K
D
E
V
PVNWVLFLYI

L
D
K
Q
S
S
N
L
N
L
Q
G
N
A
LLEKKNSNSQSNLELGQHYYR ITSAGKTKRP I

AHS
NTDB id 1015 ACIAD RS12005 WP 004928865.1 RLYYKIMHSDTHEVIIYVHQMGESSDKGIKQVAEVLNIHPDVVNWVFYIDQSLLGA.EKSSSLELGQYYRITAKTKPIHS 159
NTDB id 1083 H0N27 RS04190 WP 168726476.1 RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHS 160
NTDB id 110409 ACAK38 RS04175 WP 032037654.1 RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHS 160
NTDB id 1070 ABD1 RS13145 WP 000472713.1 RLEQRETDTRNLDIIVYINRLSEEKDNKVQQTAQVLNLSKEPVNWLLYLKSNNQNLLKNNQNLELGHYYRISGKTRPAHS 160
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 YALEGAFDVEKWFVQQNWQATAQVYRIQTLSKQEVMSAGFYLHVKQQQTWRAQFLQSVEKLRLKFRNYFIDSSLSHHALL 239
NTDB id 1083 H0N27 RS04190 WP 168726476.1 YATPGSFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSSSFRLNIEKLRLTFRQILNSSSLQQKGLI 240
NTDB id 110409 ACAK38 RS04175 WP 032037654.1 YATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQHHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSLQQKGLI 240
NTDB id 1070 ABD1 RS13145 WP 000472713.1 YATPGAFDQEKWFIQRNIMSGFNVRYIEPLSLDEIYRLGYQQHLKEQQSFSNSFRLNIEKLRLTFRQILNSSSLQQKGLI 240
consensus !!**!*!!*!!!!*!*!******!**!**!!**!****!***!*!*!!*****!****!!!!!*!!*****!!!****!*

logo LALLTGDRESLLNSPDELTEQQLQFQKRQFLGI SHLLAI SGPHVFL I FAAIMVLSWI
A
F
Y
C
T
H
R
Q
L
F IHSRFYKYPEKQIYLSW I

KPRKQKVI L IVML
A
L
VPFCLCMLCGVI

L
L
IYCTA

NTDB id 1015 ACIAD RS12005 WP 004928865.1 LALLTGDRSLLNPELEQQFQRFGISHLLAISGPHVLIFAAMVSWIFTRLIHRFKPEIYLSIPRQKLVLLPFLMCVILYCA 319
NTDB id 1083 H0N27 RS04190 WP 168726476.1 LALLTGDESLLSDETQLQFKQLGISHLLAISGPHVFIFAIMLSWACHQFISRYYPKIYLWKPKQILMAVPCCLGVLIYTA 320
NTDB id 110409 ACAK38 RS04175 WP 032037654.1 LALLTGDESLLSDETQLQFKQLGISHLLAISGPHVLIFAIMLSWACHQFISRYYPQIYLWKPKQILMAVPCCLGVLIYTA 320
NTDB id 1070 ABD1 RS13145 WP 000472713.1 LALLTGDESLLSDETQLQFKQLGISHLLAISGPHVLIFAIMLSWAYHQFISRYYPQIYLWKPKQVLIAVPCCLGVLIYTA 320
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logo FVGFE IPALRTFLFLTSTVFMLLIGFSI IGLFLL ILRKHQHPLI SKAPFSTLLVLYSASLLLWL IMDPFS IVLSAAGFWLSYGACF I L ILR IYQDTMITAQALQPQEFQHQFTL
NTDB id 1015 ACIAD RS12005 WP 004928865.1 FVGFEIPALRTLFTVMLGSILLLIRHHLSAFSLLVLSASLLLWMDPFSILSAAFWLSYGACFILIRIYQDMTQAQQFHQT 399
NTDB id 1083 H0N27 RS04190 WP 168726476.1 FVGFEIPALRTLLSTLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILIRIYQTIAQLPEQHFL 400
NTDB id 110409 ACAK38 RS04175 WP 032037654.1 FVGFEIPALRTLLSVFIFIGFLLLKQPIKPFTLLVYSASLLLLIDPFSVLSAGFWLSYGACFILLRIYQTIAQLPEQHFL 400
NTDB id 1070 ABD1 RS13145 WP 000472713.1 FVGFEIPALRTFLSVLIFIGFLLLKQPIKPFTLLVYSASLLLLMDPFSVLSAGFWLSYGACFILLRIYQTIAQLPEQHFL 400
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 RFTRGM.QILKALVRSQWKIFVALMPLTLIIFKQISWIAPLSNLIAIPILGGIIVPLDIMAGCLWLFIPSLGNLLFYLNN 478
NTDB id 1083 H0N27 RS04190 WP 168726476.1 SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQRISWVAPLTNIIAVPIVGSVIVPLNIIAACAWFVVKPFGNMLFHFND 480
NTDB id 110409 ACAK38 RS04175 WP 032037654.1 SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNIIAVPIVGGVIVPLNIMAACAWFVIKPFGNMLFHFND 480
NTDB id 1070 ABD1 RS13145 WP 000472713.1 SLSSKMIFMSKVLIESQGKIFIALSPLTLLFFQQISWVAPLTNIIAVPIVGSVIVPLNIMAACAWFVIKPFGNMLFHFND 480
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 SLLELFIGILKGLDHLFNPQLQYYAFTPLLLICLTLAIVILFLPKGVVPKFWSVLCFVPLLIPSKMIRPTQISILDVGQG 558
NTDB id 1083 H0N27 RS04190 WP 168726476.1 MLLSILLSCLGLLEKL.SLPLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVMMNKTSQQIQLNILDVGQG 559
NTDB id 110409 ACAK38 RS04175 WP 032037654.1 MLLSILLSCLGLLEKL.SLTLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVIMNKTSQQIQLNILDVGQG 559
NTDB id 1070 ABD1 RS13145 WP 000472713.1 MLLSILLSCLGLLEKL.SLTLQGISLTPLSLLAISCAIIILFLPKGILPKTWGILCCLPLVIMNKTSQQIQLNILDVGQG 559
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 QSIFIQDQTQRILLDTGGYYDESKFSIGKQVVVPFLKSQGVHQLDRVILTHLDQDHSGGLPAVLQLIPTRMIQANEE.IK 637
NTDB id 1083 H0N27 RS04190 WP 168726476.1 QAIFLQHPQQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPIIQQEIPVKQLISNEQLPN 639
NTDB id 110409 ACAK38 RS04175 WP 032037654.1 QAIFLQHSEQKWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPLIQQEIPVKQLISNEQLPN 639
NTDB id 1070 ABD1 RS13145 WP 000472713.1 QAIFLQHPEQNWLIDTGGSYDEKIFSIGQNVVVPFLRQQGVRQLDHVVLSHLDQDHSGAFPLIQQEIPVKQLISNEQLPN 639
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 DLSIPFSLCHSGQTWETSELKIQILSPKLENLQSTVFNRNEASCVMYLQLKQASDLKYFLMMGDAGWETEYQLLQQYPDL 717
NTDB id 1083 H0N27 RS04190 WP 168726476.1 DLKQPFQYCHQGQQWHYSELDIQILWPKEKDLAFVASNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELLKDYPNL 719
NTDB id 110409 ACAK38 RS04175 WP 032037654.1 DLKQPFQYCHQGQQWHYPELDIQILWPKEKDLAFVASNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELLKDYPNL 719
NTDB id 1070 ABD1 RS13145 WP 000472713.1 DLKQPFQYCHQGQQWHYPELDIQILWPKEKDLAFVTSNQNQYSCVVYLQFKKVGGYQNFLIMGDAGWEAEYELLKDYPNL 719
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NTDB id 1015 ACIAD RS12005 WP 004928865.1 KVDVLILGHHGSQHSSSYDFLKRYHPKIAIASAGFENGYGHPSAEVSNRLQDLNIPLLSTTDKGAIHFKFDSGNEQTEFY 797
NTDB id 1083 H0N27 RS04190 WP 168726476.1 KIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTLEQGTLSFVLENHKLVLHDR 799
NTDB id 110409 ACAK38 RS04175 WP 032037654.1 KIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTVEQGTLSFVLENHKIVLHDR 799
NTDB id 1070 ABD1 RS13145 WP 000472713.1 KIDVLVLGHHGSKHSSAYDFLATLKPKLAIASAGFDNRYGHPSQQVIARLKALHIPLKSTVEQGTLSFVLENHKIVLHDR 799
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logo RQLSDYRKLWLQSRGF
NTDB id 1015 ACIAD RS12005 WP 004928865.1 RQSYKWLQR.. 806
NTDB id 1083 H0N27 RS04190 WP 168726476.1 RLDRLWLSRGF 810
NTDB id 110409 ACAK38 RS04175 WP 032037654.1 RLDRLWLSRGF 810
NTDB id 1070 ABD1 RS13145 WP 000472713.1 RLDRLWLSRGF 810
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