
logo MLMHMHSYKMQRKAQRAGVGMLVLEVLVALLI LLA IGVLGFYTVALQLRAVMS
DASMSEASLNSQKVSLQALINLLVAMRDGLTAERNMIRATNPSQTAQTAQSCKLQYHPTEG

NTDB id 110398 ACAK38 RS01655 WP 369604027.1 MLMHHYKQKAQAGVGLLEVLVALILLAIGVLGYVALQLRAMDASSEALSKSQAILVMRGLAENIRTNSTQAS..QYPT.. 76
NTDB id 1067 ABD1 RS15745 WP 002194578.1 MLMHHYKQKAQAGVGLLEVLVALILLAIGVLGYVALQLRAMDASSEALSKSQAILVMRGLAENIRTNSTQAS..QYPT.. 76
NTDB id 1003 ACIAD RS15025 WP 004923832.1 ....MSKMRAQRGVGMVEVLVALLLLAIGVLGFTALQLRAVSASMEASNQVLALNLARDLTERMRANPQATQCKLYHTEG 76
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NTDB id 110398 ACAK38 RS01655 WP 369604027.1 .FVRSYSNYTSDTPAPTSCFNSLCN.ASQLAQFDAYQAARNANQLGMRITMSNCPGVTNTM.VQQRQCLFVFWGKTAPVI 153
NTDB id 1067 ABD1 RS15745 WP 002194578.1 .FVRSYSNYTSDTPAPTSCFNSLCT.ASQLAQFDAYQAARNANQLGMRITMSNCPGVTNTM.VQQRQCLFVFWGKTAPVI 153
NTDB id 1003 ACIAD RS15025 WP 004923832.1 ALAKDTKAYT....KASNCSGSVSTQATAQANSDLLFIYNQANTLGMAVIINTCPNATNAGNNLGRQCVYIAWDKTAQNF 152
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NTDB id 110398 ACAK38 RS01655 WP 369604027.1 TTNGTNTSVDVSSCMSNNGVYVNNSTCLMMEAY 186
NTDB id 1067 ABD1 RS15745 WP 002194578.1 TTNGTNTSVDVSSCMSNNGVYVNNSTCLMMEAY 186
NTDB id 1003 ACIAD RS15025 WP 004923832.1 TNSDTC.......YKSGGSSYERNTTCLFLEAY 178
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