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NTDB id 1103746 ACNQFN RS19645 WP 068635959.1 MFGFLKKKFGKTGQTEAGQPPAEDVAEQVSADAVADVAPEAEQEVVALEVPAEATEAPAGMQADEAEPAAAVPSADVGPA 80
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETP......ALEEAQVQET...AAKVESEVAQIVGNI.............KED.VESLAES....VKGR 53
consensus !! ! **! ******** !* ! **** ! ! *! ! ! ************** !* !* ! ****! *
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NTDB id 1103746 ACNQFN RS19645 WP 068635959.1 VETGPEAAAGPVAETAVLPPAAETAGPATAGDSASAVEPGPLETPAVAEAAEPVVPADEPAVPAAAEAPAKRSWTDRLKA 160
NTDB id 1118 NGFG RS11455 WP 003696286.1 AESAVETVSGAVEQVK....ETVAEMPSEAGEAAERVESAK...EAVAETVGEAVG..QVQEAVATTEEHKLGWAARLKQ 124
consensus !***! !*! **** ! !!* ! !!*******!!!! * !*** * * ! **! ! !!!

logo GLAKRSTRDQKQLMAGGKGSLAGSLVFGGRGRKQIDGEDLLYEELESTTVL ILMTAGDCMGMVEATEQHYL IMDKDLVRGLRVWKSLRDKGRLEKDTAGDNEQLQRGKALAKDEAGLQYADI
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NTDB id 1103746 ACNQFN RS19645 WP 068635959.1 GLARTRQQLGGGLASLFGRRKIDEDLLEELESTLLMADCGVEATQHLIDDLRLRWKRDRLETADQLQKALADGLQAIVAP 240
NTDB id 1118 NGFG RS11455 WP 003696286.1 GLAKSRDKMAKSLAGVFGGGQIGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKP 204
consensus !!!**! ** !! *!! ! !!! !!!!* !* *!*!*!!! *!* !*! ! ! * ! !! **! ** !
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V
A
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NTDB id 1103746 ACNQFN RS19645 WP 068635959.1 LEEPLDA.GTHKPFVIMIAGVNGAGKTTSIGKLAKHFQAQGKSVLLAAGDTFRAAAREQLMTWGERNNVTVVAQDGGDAA 319
NTDB id 1118 NGFG RS11455 WP 003696286.1 LEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSA 284
consensus !! !! * !* !!!!!*!!*!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!* ! !! !
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NTDB id 1103746 ACNQFN RS19645 WP 068635959.1 AVIFDAINAARARNIDIVLADTAGRLPTQLHLMEEIAKVRRVIAKADPSGPHEVLLVLDANIGQNALAQVKAFDKAVGVT 399
NTDB id 1118 NGFG RS11455 WP 003696286.1 AVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLT 364
consensus !!*!!!**!!*!! !!!!!!!!!!!!!!!!!!!!!! !!*!!* !! ! *!!!***!!!!!!!!!!* !!!!!! !*!*!

logo GL IVVTKLDGTAKGGI
VLAAI

LARSDQCRPKVPLVRFYIGVGEGIDDLQRPFDKARAEFVDALFLDEPAAGAARNGEGERA
NTDB id 1103746 ACNQFN RS19645 WP 068635959.1 GLVVTKLDGTAKGGVLAAIARQCPKPLRFIGVGEGIDDLQPFKAREFVDALFEPAAGAARNGEGERA 466
NTDB id 1118 NGFG RS11455 WP 003696286.1 GLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD.............. 417
consensus !!*!!!!!!!!!!!*!!!*! *! !*!*!!!!!!!!!! !! !! !!!!! ***************
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X ≥ 50% conserved


