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NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAF 73
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSVGS.... 76
NTDB id 1103732 ACNQFN RS07270 WP 418648401.1 ..MKGKIMKKAQQGFTLIELMIVVAIVGILAAVALPAYQDYTKRARVTEGISLATSAKTAIAENAASAVEYDAGWT.... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTP.... 68
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA.... 67
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQA.... 67
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NTDB id 1188 NELON RS01755 WP 003772458.1 NKTAAAGGGAGGAAAAGTQH.....ASKYVKS..VKVTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVN....... 139
NTDB id 1424 RS RS02795 WP 011000517.1 ..................S...VFTPTKNVANLTIAGTGTVPGQITVTYTTA........AGGGTLALVPTAAGT....A 123
NTDB id 1103732 ACNQFN RS07270 WP 418648401.1 ......................APTATDNVLD..VAIDN.TTGEITIEYAAPV.....AATGSNELILSPFTGAPGSEAA 124
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........STAGSSCVGVQEISASNATTNVAT..ATCGASSAGQIIVTMDTTK.....A..KGANITLTP.......... 121
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ........ATGYV.........SPAATPNVQS..IAIG..ANGVITITYTA.A.....A..GGGTIIMTPT......... 109
NTDB id 1274 LPP RS09530 WP 011214168.1 ........ATGYV.........SPAATPNVAS..IAIG..ANGVITITYTA.A.....A..GGGTIVMTPT......... 109
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NTDB id 1188 NELON RS01755 WP 003772458.1 ...KAVPAATSTGAIDWACASAAKETADKRFGTGSGVAVGTLPAKYAPSECK. 188
NTDB id 1424 RS RS02795 WP 011000517.1 LP....VSSAPSGPIMWTCYAQNKAQAASS...VAPSGTMSLAAKYAPAECR. 168
NTDB id 1103732 ACNQFN RS07270 WP 418648401.1 LPDSTTAYTPPTDGIQWQCLAAGATA...K...VTGATVGTLEAKLAPSNCR. 170
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........TYASGAVTWKCTT..................TS.DKKYVPSECRG 147
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ........LQANGDVTWTCTG..................GTLLAKYRPASCRP 136
NTDB id 1274 LPP RS09530 WP 011214168.1 ........LQANGDVTWTCTG..................GTLLAKYRPASCRP 136
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