
logo MKPASKKCR I STQLRQLNKMLWVAFPLLSLPFYAQAENNTPFSDSSLTGIQKTYGPNVTLALSVEFPTAGAAYSTATEFTDE
NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 MKPASKKRISTQLRQLNKMLWVAFPLLSLPFYAQAENNTPFSDSSLTGIQKTYGPNVTLALSVEFPTAGAAYSTATEFTD 80
NTDB id 1190 QG077 RS00720 WP 285068138.1 MKPASKKCISTQLRQLNKMLWVAFPLLSLPFYAQAENNTPFSDSSLTGIQKTYGPNVTLALSVEFPTAGAAYSTATEFTE 80
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo AMMSQTFLGYFDNTKCYEYVASPNSDRDNGMKAFAADNSGYKQNSGSDNVSKDKNRYGRTLPLLAPDGTQALAGKQRPSWI FDYADGRRFDS
NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 AMMSQTFLGYFDNTKCYEYVAPNDRDGMKAFADNGYKQNSGSDNVSKDKYGTPLLAPDGTQALAGKQRSWIFDYDGRRFD 160
NTDB id 1190 QG077 RS00720 WP 285068138.1 AMMSQTFLGYFDNTKCYEYVSPSDRNGMKAFAASGYKQNSGSDNVSKDNRGRLLLAPDGTQALAGKQRPWIFDYAGRRFS 160
consensus !!!!!!!!!!!!!!!!!!!! ! !! !!!!!! !!!!!!!!!!!!!! ! *!!!!!!!!!!!!!!!*!!!!! !!!!

logo

I
VPDPTARYRSNNI

MLYES IRQKEFFLHYDSHMDTSLNDS IMAGTSGAVNHKYETDKEQREYFHPTRTASTSNGMVGVCDEGEPKNEFSGNFMN
NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 IPDTARRNNMLYESIRQKEFFLYDSH.....DSIATSGAVNHKYETKEQEYFHPTRTASTSNGMVGVCDGPNEFSGNFMN 235
NTDB id 1190 QG077 RS00720 WP 285068138.1 VPDPAYSNNILYESIRQKEFFLHDSMDTSLNDSMGTSGAVNHKYETDEREYFHPTRTASTSNGMVGVCEGEKEFSGNFMN 240
consensus *!!*! !!*!!!!!!!!!!!!*!!******!!**!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!!!*!* !!!!!!!!

logo WATMSAIDI FRQAMTGGNRALGVAKDTTAYQVALGDTPETQTFLRRANVVRAQNAHNYMQRTVRLSEANIKRKVLPHDYAVDGKLVNY
NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 WATMSAIDIFRQAMTGGNRALGVAKDTTAYQLGDTPEQTFLRRANVVRAQNANYMQRTVRLSEANIKKVLPHDYAVDKLN 315
NTDB id 1190 QG077 RS00720 WP 285068138.1 WATMSAIDIFRQAMTGGNRALGVAKDTTAYVAGDTPTQTFLRRANVVRAQNAHYMQRTVRLSEANIRKVLPHDYAVDGVY 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!!*!!!!!!!!!!!!!*!!!!!!!!!! *

logo P I
TLADNNYGQRELSPSSNKNFFLYKQGYVPHPYAYRMRLDSSREQWEKDEETKRKQTNS IKAMTGKVTLATDNRPLLVRNSGFGVDFRRAS IVHRDV

NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 PILADYGQELSSNKFFLYKGYVPHPYAYRMRLDS.REWEDETKKTNIKAMTGKVTLATDRPLLVRNSGFGVDFRRSIRDV 394
NTDB id 1190 QG077 RS00720 WP 285068138.1 PTLANNGRESPSNNFFLYQGYVPHPYAYRMRLDSSRQWKEETRQTSIKAMTGKVTLATNRPLLVRNSGFGVDFRRAVHDV 400
consensus ! !! ! ! *!! !!!! !!!!!!!!!!!!!!!*! ! *!!* ! !!!!!!!!!!!! !!!!!!!!!!!!!!!! **!!

logo SGDNGWYHKAFRRDDYWSSGRSDGWWSGATWLGDINDGGTNGRYWAPVKSRVMPYQVTVEACVPDGKLEANCVLRQPSGSYKPEGLM
NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 SGDGWYHKAFRRDYWSSGRGWW.GATWLGDINDGGNGRYWAPVKSRVMPYQVTVEACVPGKLEANCVLQPSGSYKPEGLM 473
NTDB id 1190 QG077 RS00720 WP 285068138.1 SGNGWYHKAFRRDDWSSGSDWWSGATWLGDINDGTNGRYWAPVKSRVMPYQVTVEACVPDKLEANCVRQPSGSYKPEGLM 480
consensus !! !!!!!!!!!! !!!! !!*!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!! !!!!!!!!!!!!

logo QQNASTMRFAAFGYANIAGNTVSGGVLRSRMRYIANPNKDGATATGPAVKYQEE IDNPKTGQFYVNPDRNAEETAAQAFVV
NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 QQNASTMRFAAFGYANIAGNTVSGGVLRSRMRYIANPNKDGATATGPAVKYQEEIDPKTGQFYVNPDRNAEETAAQAFVV 553
NTDB id 1190 QG077 RS00720 WP 285068138.1 QQNASTMRFAAFGYANIAGNTVSGGVLRSRMRYIANPNKDGATATGPAVKYQEEINPKTGQFYVNPDRNAEETAAQAFVV 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!



logo NTGDKNLPSSNFDNSGTINYLNKFGDYNNYKTNDPGAELYYTALRYLRNKGFPALYKTKLAEAVATGRNSNR ITKREVRDNFPL IAT
NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 NTGDKNLPSSNFDNSGTINYLNKFGDYNNYKTNDPGAELYYTALRYLRNKGFPALYKTKLAEVAGNRITKEVRDNFPLIT 633
NTDB id 1190 QG077 RS00720 WP 285068138.1 NTGDKNLPSSNFDNSGTINYLNKFGDYNNYKTNDPGAELYYTALRYLRNKGFPALYKTKLAEATRSNITREVRDNFPLIA 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!!!!!!

logo DNWDNPLNVFSDNTTLNVADNVCRPNYI IY IGDTNTHADASLPGGGWNTQYDFNVNDDPDIHVRDNL IDNEGKIKSPNEPRWLNSWFW
NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 DNWDNPLNVFSDNTTLNVADNVCRPNYIIYIGDTNTHADASLPGGWNTQYDFNVNDDPDIHVRNLIDGKIKPNEPWLNWF 713
NTDB id 1190 QG077 RS00720 WP 285068138.1 DNWDNPLNVFSDNTTLNVADNVCRPNYIIYIGDTNTHADASLPGGGNTQYDFNVNDDPDIHVRDLINEKISPNEPRLSWW 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!! !! !! !!!! ! !*

logo NGNWGADASPGGAMAALALWGRTHNDLQPQDNFGKRLSSFMIDTVEDGDKFKAPSAGGEKNNNYWLAAKYGGFNDLNKNNGLVPDKVGE
NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 NGNWGADASPGGAMAALALWGRTHDLQPDFGKRLSSFMIDTVEDGDFKASAGGKNNNYWLAAKYGGFNDLNKNGLPDVGE 793
NTDB id 1190 QG077 RS00720 WP 285068138.1 NGNWGADASPGGAMAALALWGRTNDLQQNFGKRLSSFMIDTVEDGKFKP....ENNNYWLAAKYGGFNDLNNNGVPDKGE 796
consensus !!!!!!!!!!!!!!!!!!!!!!!*!!!* !!!!!!!!!!!!!!!! !!***** !!!!!!!!!!!!!!!!! !!*!! !!

logo WEATTSVANSDNKVGSAFEASAPAS IVSYKNGTPQSNFYAAVANNPATSMVAALNRAFEATAI
TAEAPSATSLGTTSTKPLSEGRGKTI

MLLQSVFRD
NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 WETTVNSNKVGAFESASIYKGTPSNYAAANNPASMVAALNRAFEATAIAEAPSATSLGTTSTKPLSEGGKTILLQSVFRD 873
NTDB id 1190 QG077 RS00720 WP 285068138.1 WEATSASDKVSAFEAPAVSNGTPQNFAVANNPTSMVAALNRAFEATATAEAPSATSLGTTSTKPLSERGKTMLLQSVFRD 876
consensus !! ! ! !! !!! * * !!! !*! !!!! !!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!*!!!!!!!!

logo ATTVVNGARVKVASGDVLGLEATLKGHKLEYEKKWSAGEKLQAAYHNANGWTNRKVFTRANANSGAVRLQGSNNAVTSVV
NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 ATTVVNGARVKVASGDVLGLEATLKGHKLEYEKKWSAGEKLQAAYHNANGWTNRKVFTRANANSGAVRLQGSNNAVTSVV 953
NTDB id 1190 QG077 RS00720 WP 285068138.1 ATTVVNGARVKVASGDVLGLEATLKGHKLEYEKKWSAGEKLQAAYHNANGWTNRKVFTRANANSGAVRLQGSNNAVTSVV 956
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo GGSDAADLVNYALGAPTYEDGRKFR IRPNHLMGTVINSPVVTIPSRTGSVSTVAGSCTYPASANI SSRANRHVVAANDGM
NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 GGSDAADLVNYALGAPTYEDGRKFRIRPNHLMGTVINSPVVTIPSRTGSVSTVAGSCTYPASANISSRANRHVVAANDGM 1033
NTDB id 1190 QG077 RS00720 WP 285068138.1 GGSDAADLVNYALGAPTYEDGRKFRIRPNHLMGTVINSPVVTIPSRTGSVSTVAGSCTYPASANISSRANRHVVAANDGM 1036
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo FYVLNSSGQE IASYMPSTALSQLARYASPNYSHFFMNDGIAATSEVCFDTGNDKGNGKAHTVVVGTAGRGGNSVYALDLT
NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 FYVLNSSGQEIASYMPSTALSQLARYASPNYSHFFMNDGIAATSEVCFDTGNDKGNGKAHTVVVGTAGRGGNSVYALDLT 1113
NTDB id 1190 QG077 RS00720 WP 285068138.1 FYVLNSSGQEIASYMPSTALSQLARYASPNYSHFFMNDGIAATSEVCFDTGNDKGNGKAHTVVVGTAGRGGNSVYALDLT 1116
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo

K
NPTDLTESDMLWEFTHDSGLGKSLFAP I ITHDSTGTPVAIVSGSGYNAKSEDNTGYI

VYVLKLNKGPAVGNESPWSVEDTHNNPTADATAKPWGQ
NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 KPTDLTESDMLWEFTHSGLGKSLFAPIITHDSTGTPVAIVSGGYNASEDTGYIYVLKLNKGANEPWSEDTNNTADAAPWQ 1193
NTDB id 1190 QG077 RS00720 WP 285068138.1 NPTDLTESDMLWEFTHDGLGKSLFAPIITHDSTGTPVAIVSSGYNAKEDNGYVYVLKLNKPVGSPWVEDTHP...TKPWG 1193
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!! !! !!*!!!!!!!* !! !!!***** !!

logo NGNGNWYR IKLGAKGGVGELFAYQNEARTVAAVYGGDLAEGKNLWKVSQNAEKGRFVAGYAVDKSASTGNENNTLP I FKTADGGKTS IVGAPF
NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 NGGNWYRIKLGKGGVGELFAYQNEARTVAAVYGGDLAGNLWKVSQNAKGRFVAGYADKSTGENLPIFKTAGGTSIVGAPF 1273
NTDB id 1190 QG077 RS00720 WP 285068138.1 NNGNWYRIKLGAGGVGELFAYQNEARTVAAVYGGDLEGKLWKVSQNAEGRFVAGYVDSA.NNTLPIFKTADKTSIVGAPF 1272
consensus ! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!!!! !!!!!!! ! * !!!!!!! !!!!!!!!

logo AQIVGGKTYVVF ITGRYFNKSDLPSTTKQPTVQNYAYGI I ESKIGSDNRNTPTAGSGAL IAEDGDENLLQQHSVENEEQIVPDNSVPRQTVF
NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 AQIVGGKTYVVFITGRYFNKSDLPSTTKPVQNYAYGIIESKIGDNRTPTGSGALIADGDNLLQQSVNEQIVPDSVPQTVF 1353
NTDB id 1190 QG077 RS00720 WP 285068138.1 AQIVGGKTYVVFITGRYFNKSDLPSTTQTVQNYAYGIIESKISDNRNPTASGALIEDGENLLQQHVEEEIVPDNVRQTVF 1352
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!! !!! !!*!!!!! !!*!!!!!*! ! !!!! !*!!!!

logo YKVTNHQITNKQHQGWKLKLQKQNWLS IDKSAIRGKRVAEFSAVNPLATDVASADGNMCTENGSTYSLSVNVFNGGVYNKP IY
NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 YKVTNHQITNQHQGWKLKLQQNWLSIDKSAIRGKRVAEFSAVNPLATDVASAGNMCTENGSTYSLSVNVFNGGVYNKPIY 1433
NTDB id 1190 QG077 RS00720 WP 285068138.1 YKVTNHQITNKHQGWKLKLQKNWLSIDKSAIRGKRVAEFSAVNPLATDVASADNMCTENGSTYSLSVNVFNGGVYNKPIY 1432
consensus !!!!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DTNGDGKFTEADTLVSVAGQAGI LTRLTEVSTEFGR IVGGINSMGNMIQMPKDNITSDPVVKRVSWRE I F
NTDB id 1103701 ACNR0F RS00420 WP 285065181.1 DTNGDGKFTEADTLVSVAGQAGILTRLTEVSTEFGRIVGGINSMGNMIQMPKDNITSDPVVKRVSWREIF 1503
NTDB id 1190 QG077 RS00720 WP 285068138.1 DTNGDGKFTEADTLVSVAGQAGILTRLTEVSTEFGRIVGGINSMGNMIQMPKDNITSDPVVKRVSWREIF 1502
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved
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X ≥ 50% conserved


