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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 1103406 ACNH6H RS09750 WP 418317306.1 ..MASINKVILIGNLGRDPEVRYTANGNAVCNISVATTRNWKDKSSGDKVEETEWHRVVFYDRLAEIAGEYLKKGRPVYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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MKQLMLDGSGRAESNGQSEQGNSGDGFMGDGPAGPNYAEQDQGSEGSGMWYSGNQRVAGPAGPAQTNYGNQRQGGSYGSDSDQDEHNSARWYAGQEQRNPAQQNPRQANSAFKRNPQ
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYE.EGYG.........Q....SQEAYQRPAQQSRQ 138
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPYD.EGYG.........Q....SQEAYQRPAQQSRQ 138
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGDV....LQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSD..NYAQN..NNFN 150
NTDB id 1103406 ACNH6H RS09750 WP 418317306.1 EGRLKTRKWQDKEGKDNYTTEVIAEN....MQLLGGREGGGGGD..DGGSYSRGG.....GRGGSGDDDHRGEPQQRSAP 147
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP..AQGGMNVPA.....QQG......SWGQPQQPAKQ 147
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NTDB id 1103 NMB RS07590 WP 002212976.1 PASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 GGNATRPQPAQKP......AAQAEPPMDNFDDDIPF 180
NTDB id 1103406 ACNH6H RS09750 WP 418317306.1 SARPAPSRPQAKS......GGGSSTGFDDMDDDIPF 177
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQPMQQSAPQQYS......QPQYNEPPMDFDDDIPF 177
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