logo

NTDB id 110337 ACAK31 RS17390
NTDB id 1044 HON27 RS16325 WP
consensus

logo

NTDB id 110337 ACAK31 RS17390
NTDB id 1044 HON27 RS16325 WP
consensus

logo

NTDB id 110337 ACAK31 RS17390
NTDB id 1044 HON27 RS16325 WP
consensus

logo

NTDB id 110337 ACAK31 RS17390
NTDB id 1044 HON27 RS16325 WP
consensus

logo

NTDB id 110337 ACAK31 RS17390
NTDB id 1044 HON27 RS16325 WP
consensus

logo

NTDB id 110337 ACAK31 RS17390
NTDB id 1044 HON27 RS16325 WP
consensus

logo

NTDB id 110337 ACAK31 RS17390
NTDB id 1044 HON27 RS16325 WP
consensus

WP 001160338.

206677389.1

WP 001160338.

206677389.1

WP 001160338.

206677389.1

WP 001160338.

206677389.1

WP 001160338.

206677389.1

WP 001160338.

206677389.1

WP 001160338.

206677389.1

U LSLTIELTYCRWAU LYLTORTDELOPALSTLL FRLLLTLL TR

MQFPLNSSLSHTIFRLGTWYGLYRLITAVSLNIILVLTDAQTDNSLQQPALYSYTLLGYSLLSLVQLLCFKFIATQATRQ
MQFPLNSSLSHTIFRLGTWYGLYRLITAVSLNIILVLTDAQTDNSLQQPALYSYTLLGYSLLSLVQLLCFKFIATQATRQ
N

DI DLUENECOLONTATFTEA LM L TULAYAT YRRV LT

LILFFIVDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSAL
LILFFIVDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSAL
PELL e rrrrrrrrrrrrrrrrrnt

AHEE ) CRRRLLEAL R YRR LRI AL O

LAFLFFVVHGIGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIVVSNPAACSLLGIPPQFANE
LAFLFFVVHGIGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIVVSNPAACSLLGIPPQFANE
PErr e e e rrrrrrrrrrrrrrrrrnt

W DLALERRURA L 0 T Y D S

IQLKISDSSLKFLFDEKQLRQVMINLVRNALRHNAPDSPBIIT NIHSQTNKIYIDVIDYGEGVSKRDISQLFKPFFST
HSIQLKISDSSLKFLFDEKQLRQVMINLVRNALRHNAPDSP IT NIHSQTNKIYIDVIDYGEGVSKRDISQLFKPFFST
] ]

522
522

80

160
160

240
240

320
320

400
400

480
480



(> S

non conserved
similar
>50% conserved



