
logo

MVTREGATRFDPQTGEVLTAPARRRG
M
H
PRAPERAGRSLAPWPLVPALAVALGI

V IGGIGLLWAQLGLQGWAGAWAVAPLLLVGAAGLAVLLWDHARPLVLALVLAV
NTDB id 1102640 D3W47 RS07005 WP 233555084.1 .........................MPRPRAGSLPWPVPAVAGVIGGILLALGQGWGWAALLVGAGLVLWHARPVLLVLV 55
NTDB id 1311 DR RS09490 WP 010888489.1 MVTREGATRFDPQTGEVLTAPARRRGHRAEAGRLAWPLPLALGIIGGIGWQLGLGWAAVPLLLGAALALLDARPLLAVLA 80
consensus ************************* !* !! !*!!*! !*!!!! !! !!* *!!*!!*! ! *!!!*! !!

logo

A
LLGGAGALGW

Y
A
GSAHALQVALRTERPDNHRI

L
A
TPWFIGALQVTLVQRGEHWDGQFLTLDRDEPKPARVATLAPKPRTQGPGERLVRVVASGRL ILARPDEGRR I

TPGGF
NTDB id 1102640 D3W47 RS07005 WP 233555084.1 ALGGAAGWASAHAVLTRPNHLTPWFGAQVTVQGEWDGQFLTLRDPPARVTLAPKPTQGPGRLRVSGRLLAPEGRRTPGGF 135
NTDB id 1311 DR RS09490 WP 010888489.1 LLGGGLGYGSAHLQAREPDRIAPWIGALVTLRGHWDGQFLTLDEPKARVALAPKPRQGPGEVVVAGRLIRPDGRRIPGGF 160
consensus !!!* !**!!! ! ** !! !! !!* !*!!!!!!!! *!*!!! !!!!! !!!! * ! !!!* !*!!! !!!!

logo DQAAWFLRASQGGLLSVPVTPGKAGAVLVGRAERVKREKFHQVPEQGRGLRGWFRRGLSTATGHLSTEPRNQAGALMQTAI
VELGDERGDIGSREQTFDSEGEFASVRDA

NTDB id 1102640 D3W47 RS07005 WP 233555084.1 DQAAWFRAQGGLLSVTPGGALVGARVREFQPQGGLRGWFRRGLTTGLTERQGALMQAIELGDRGDISREQFSEGEAVRDA 215
NTDB id 1311 DR RS09490 WP 010888489.1 DQAAWLRSQGGLLVPTPKAVLVRAEVKKHVPERGLRGWFRRGLSAHLSPRNAALMTAVELGERGDIGRETFDEGFSVRDA 240
consensus !!!!! ! !!!!! *!! * !! ! !* * ! !!!!!!!!!!* *!**!**!!! !*!!!*!!!! !! ! !! !!!!

logo FARAGLAHLMALSGQNVAI
LLTGATL I LWLLGTRWLGAARPASWRFYGLPAVALLLGPFPYLLLLVGQASSTAPS ITRAVLMGGAVAVLLALAML

VGRGR
NTDB id 1102640 D3W47 RS07005 WP 233555084.1 FARAGLAHLMALSGQNVAILTGALILLLTRLGAAPAWRFGLPVLLLGPYLLL.VQSSASITRAVLMGGAVLLALALGRGR 294
NTDB id 1311 DR RS09490 WP 010888489.1 FARAGLAHLMALSGQNVALLTGTLIWLLGWLGARPSWRYGLPAALLPFYLLLLVGATPSITRAVLMGGVALLALMVGRGR 320
consensus !!!!!!!!!!!!!!!!!!*!!! !! !! !!! ! !!*!!! !!**!!!!*! **!!!!!!!!!! !!!! *!!!!

logo PDPLPGI
V
I
VALATALSACLLLFPLWLLTDVGFQLSFLAVLAGLLTLQSEGKRLVADGLRLPGQRWPQRWLKRLAGLAATLVLAEALAGTLPVIAGHNTFGQLV

NTDB id 1102640 D3W47 RS07005 WP 233555084.1 PDPPGVIALAALACLLLFPLWLTDVGFQLSFLAVLALTQSERVAGLLPGRWPRWLRLGLAATLLAEAGTLPVIAGTFGQV 374
NTDB id 1311 DR RS09490 WP 010888489.1 PDPLGIVALTASACLLLFPLWLLDVGFQLSFLAVLGLLLSGKLADRLPQRWPQWLKLALAATVLAELATLPVIAHNFGQL 400
consensus !!!*!**!! ! !!!!!!!!!! !!!!!!!!!!!!*! ! **! !! !!! !!*!*!!!!*!!! *!!!!!!* !!!*

logo PLVGLPANLLAAGGP IMALVLVPLGFLAGLLGPAMAGGLLPLVNMWAVNVAGPVLADSALLLWVAQRTFGHSAPVLGSWGQTLVGAVGGFLLAYAGALAALLVAGMW
NTDB id 1102640 D3W47 RS07005 WP 233555084.1 PLVGLPANLLAGGIMALLVPLGFLAGLLGPMALPLNMVNGVLADALLLVARTFGHAPVLSWGQVGVGGLLAYGAALLAGW 454
NTDB id 1311 DR RS09490 WP 010888489.1 PLVGLPANLLAAPIMAVLVPLGFLAGLLGPAGGLVNWAVAPLASALLWVAQTFGSAPVLGWGTLGAGGFLAYALAAVAGM 480
consensus !!!!!!!!!!!**!!!*!!!!!!!!!!!!! * **! **!! !!! !! !!!*!!!! !! *! !! !!!* ! *!!

logo

G
LWLLGRVRAGPQAALSTI

T
A
WLACALALLSTTWLPAGQRLHRPARELVVFLDVGQGDASTL ILRLVPGHLTMVLVDAGGGSVGSDYDVGARGHTVLVPATLRA

NTDB id 1102640 D3W47 RS07005 WP 233555084.1 LWLLGRVRAPAALSTWLACLLLTTLPGRLHPAREVVFLDVGQGDSTLIRLPHLTVLVDAGGSVGSDYDVGAHTVVPTLRA 534
NTDB id 1311 DR RS09490 WP 010888489.1 GWLLGRVRGQAALTIALACAALSWLPAQLRPARELVFLDVGQGDATLLRVPGLTMLVDGGGSVGSDYDVGRGTVLPALRA 560
consensus !!!!!!!**!!!* !!! !* !!* !*!!!!*!!!!!!!!! !!*!*!*!!*!!!*!!!!!!!!!!! *!!*! !!!



logo LGVRKLDVLVVATHADTDHI EGALASSVLRAGLMPVGELVWI
VGQLRKKAGTDDPVLDTAVLLTAARERHNVPVREQI

VRRGDQVSTASDGGPAVKTLVTAV
NTDB id 1102640 D3W47 RS07005 WP 233555084.1 LGVRKLDVLVATHADTDHIEGAASVLRAMPVGEVWIGQRK..TDDPVLTAVLLAARERHVPVREVRRGDQVSSDGATLTV 612
NTDB id 1311 DR RS09490 WP 010888489.1 LGVRKLDVVVATHADTDHIEGLSSVLRGLPVGELWVGQLKKAGDDPVLDAVLTAARERNVPVRQIRRGDQVTAGPVKVTA 640
consensus !!!!!!!!*!!!!!!!!!!!! !!!!**!!!!*!*!! !** !!!!! !!! !!!!!*!!!! *!!!!!!* * *!

logo LWPAVGHNAVWSTAEDNDNSVALRLVEDSGRGPFWRAAFLLGDLPADPAVEAELR I
L
G
V
A
PGHPLDTLLKAAHHGSRHYSTGAEAVLLAKQTAKPAKDTVLVI

VSVGR
NTDB id 1102640 D3W47 RS07005 WP 233555084.1 LWPAGHAWSTEDNDNSVALRLESRGWRAAFLGDLPAPVEERLVAGPLDLLKAAHHGSRHSTGAALLAQTAPADTVVSVGR 692
NTDB id 1311 DR RS09490 WP 010888489.1 LWPVGNVWSTADNDNSVALRVEDGPFRAALLGDLPDPAEALIGPGHLTLLKAAHHGSRYSTGEVLLKQTKPKDVLISVGR 720
consensus !!! !* !!! !!!!!!!!!*! **!!! !!!!! ! ! * *! ! !!!!!!!!!!*!!! !! !! ! ! **!!!!

logo NTYGHPHTPQADVLDTR I
L
A
T
A
QAGHASKRAVWRTDQLVGTI

VRWPLVP
NTDB id 1102640 D3W47 RS07005 WP 233555084.1 NTYGHPHPDVLTRLTQAHSRAWRTDQLGTIRWPVP 727
NTDB id 1311 DR RS09490 WP 010888489.1 NTYGHPTQAVLDRIAAAGAKVWRTDQVGTVRWPLP 755
consensus !!!!!!** !! !* !* * !!!!!*!!*!!!*!

X non conserved
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X ≥ 50% conserved


